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N A 

[ff##l] BB?a#-^l^&BB^I##l 0T3i£;ri.57^ y^gE#I©v^*i 
[»^2] ff#«lf3*©ge»©^-r*l#$::3- FtSDNA. 

[»^«3] @e?'j#-sf 1 1 -frbmFm^z o xm^n^mmm^-tn^ 

tciliJ cDNA. 

J^e>&&, »#53ffii©cDNA. 

[»*«6] »#«2*»e>fflf*3S4©^"f*l^KllB«©DNAS:«^U If 
[0 0 0 1] 

[0 0 0 2] 
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mmmm. mmm, mumm. ^mm^^iz^xum^m^r^Lx^ 

_ 7lD>) jyx-. U j*y^ iij^D^lfX Jfa^*»ffl*^ 
[0 0 0 3] 

^^y^rt-z-teEtfftbihx&v. ^o^Kte-txizmfc^vu-yitz 

[0 0 0 4] 

<dx. a-e^©*^e,®7^o-^K:j:oT#«a*ifefe<z)^v> 0 

S tfj i: * & tS'ft % ^ * & S 6 « & s v ' lc ^ L T v ' 6 0 

[0 0 0 5] 
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# 



Tttv^y, y>mscK«Jc«4yjKKih5y^s*ie. iot> ^ c dn 

A©£^U#J£$)tLT J ?>y, fCcDNA^n- FLTV^gQRoy ^ j 
[0 0 0 6] 

b <fc e> i: -r sts®] 

[0 0 0 7] 

[M £ £ & ©#©] 

#»IJBttJ:8aSejtS:3-K^-5DNA. «iltfIIJ!J« 1 1 £>gB#|#-i§ 3 0 
7?^$*iSi&gSIB#ltf>V^T*l3^£-g-t?c DNA, MZfK. N A £>f y if h n 

[0 0 0 8] 

«**ttF;*>f Kt5DNA?:ffl^tI||x.DNAgffiT^lt§^ 
if lc <fc »J Jfc#* Sii:^T*§5 m&Z D N A &ffirT?ifr»« # SS#$J * L < 

J8V*&ft<5. Mill ^^©cDNA^tS^^^-i^^^tf hn^tC 
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[0 0 0 9] 

Z©cDNA©HaR*«fc* RN A#U * 9-*:/n*E--* - fe^Tf*** * 

©ge*&>f ^eho^g^s^fctf-es*. rna^u feVo^-* 

-fcLTtt, T7, T3, SP6^«t§5. 3*1 <D R N Atf U * 9 - 
^pcE-^-fcS-frK^-ilUTtt, pKAl, PCDM8, pT3/T7 
18, P T7/3 19, pBluescript I I if 

[0 0 10] 

JW«»ft«*bfe©^ #6ftfe*ft««#fcl«^^ft& 3©cDNA 

aKtb-c^s^sifct)^^*. i©»^SteKfeaa<fc^a-rr-«« 

^MJBfcSl***-^"^ pUC&, pBluescript 
[0 0 11] 
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*mm®m a r £ * ^ bus a jst 1 1 t umisR* ^-eM-r * z t 

^T'tS. W^^-tLTH pKAl, pED6dpc2. pCDM8, 
p SVK3, pMSG, pSVL, pBK-CMV, pBK-RSV, EBVK 
pRS, pYES24^«|^T't5. SiiJStlTIt WIM 

ffi*»#, A^f^tt T> M J*^^^*a:;^§p0flS^if^-^^cMv^ 

[0 0 12] 

n^mmuumm* Mm. i&fo&m* tfjimm* sds-page, m 

- [0 0 13] 

#$8fji©Kfi*tK:tt. ie^i#-&i^e>Bi^J##i o-esswy^ysffijao 
So itie>©^^ Klwm;m#&«MR**fc»©Jft]Rfc LTJBv>s r £#T*£ 
/*!»KaK©mT?#t&3*i*>. LfetfrsT, 3*l&©j««iSaR 
;HE#JTO3I5&&5£& [#i¥8-l 8 7 1 0 0] fcfl§V*T&*JC#«><5 3.fc# 
£fc& 0 i©J:e» J&^l&SfcferafeSeKfeSVUi^^ Kti#38ifi©fiSJt© 



5 



tBiiE#¥ 1 1-3089731 




• 



# sp. 11 — 069811 




[0 0 14] 
[0 0 15] 

#|gl8tf>cDNA«:, MMIcDNA7^7'J^^n-> 
{tt5:W ^tS. cDNAttfcba»»&*l»Jbfc #u ( A > +RNA ^ 

CD-e^JBfHHft-C^AV^. cDNAIl iiU-BergS[Okayama, H 
and Berg, P. . Mol. Cell. Biol. 2:161-1 
70 (1982)], Gubler-Hoffman^ [Gubler, U. 
and Hoffman, J. , Gene 2 5:2 6 3- 2 6 9 (1 9 8 3) 

tcMzte, mnm\z.iib\?tc.ii^***vvy?& C* a to, S. et al 

.,Gene 150:243-250 (1994)] V*ft £ £ U V^ 

. Sfef»©KhcDNA5>f^U-fc)B^ri:%tg6. cDNA5 ^ 
5U-^6**Ui©cDNA«:irn->ft-rftK:H:, *«BOcDNAOttt© 

. fcMBfrbWfemRNA^feRT-PCRttlCJ:';, **»® cDNA 
[0 0 16] 

*»B<0cDNAtt, BW«1 l^&KW*#2 0Tf*an6**KW*6 

(HP##) > cDNA*D- 



1 1-3089731 
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[0 0 17] 

mi] 
*i 



1, 


1 1, 


2 1 


HP 0 


2 


8 8 3 


KB 




4 0 2 7 


3 9 2 


2, 


1 2, 


2 2 


HP 0 


3 


14 0 


HT- 1 


0 8 0 


2 4 9 5 


4 9 7 


3, 


1 3. 


2 3 


HP 1 


0 


6 2 8 


HT- 1 


0 8 0 


16 17 


4 17 


4, 


1 4. 


2 4 


HP 1 


0 


6 2 9 


WE R I 


-RB 


3 2 6 9 


6 4 9 


5, 


1 5, 


2 5 


HP 1 


0 


6 3 5 


WE R I 


-RB 


4 5 8 


9 3 


6. 


1 6. 


2 6 


H P 1 


0 


6 3 6 


HT- 1 


0 8 0 


17 12 


4 2 5 


7, 


1 7, 


2 7 


HP 1 


0 


6 4 0 


WE R I 


-RB 


10 5 5 


14 9 


8, 


1 8, 


2 8 


HP 1 


0 


6 4 4 


WE R I 


-RB 


16 16 


3 9 6 


9, 


1 9> 


2 9 


HP 1 


0 


6 5 6 


PM A — 


U 9 3 7 


18 6 0 


3 5 0 


1 0, 


2 0. 


3 0 


HP 1 


0 


6 7 2 


mm. 




7 8 3 


15 3 



[0 0 18] 

m?m^i ifrbm?m%3 o<z>^-mjwci3«<z>cDNA©^@Bji! 

Jc<fc »j, *»iH©cDNAtH-©^n->S:aEfii:#5ii:*«"et6. 
[0 0 19] 
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[0 0 2 0] 
[0 0 2 1] 

*nttB*l**2 i*6B*l#*3 0T?*sn***BW©v**fc*»#*«« 

JJ^tfcDNAl/t (lObpW) %Hr£*l£ 0 -fe>*i!fc£tf-r> 
[0 0 2 2] 

["Molecular Cloning. A Laboratory Man 
ual",Cold Spring Harbor Laboratory, 1 

9 8 9] «ofc 0 mmmm^^n^mmmmmimizmm^m^m^mmi 

ftofe. cDNA^/SttX* [Kato, S. et al.,Gene 15 
0:243-250 (1994)] lC*£o fe. 
[0 0 2 3] 

(1) >feftS5e«&3-KUTV^cDNA©a8!I 

cDNA5^7'J-i:LT, 7^nt;^-vWiHT- 1 0 8 0 c D 

NA9 ^^y- (WO 9 8/11217). #|fcB«rt*S a o s-2 cDN 
A5/f ^,j- (W09 7/3 3 9 9 3) , jS*jS*»Jfi»KB c DNA5>f ^ 
(W09 8/1 1 2 1 7), #*BlC*oT*mStlfcffFI»»«cDNA7 

^^y- ( W o98/2i 3 2 8) ^;^*-;i/xxf;btSI 

8 ffilE W 1 1-3089731 




1 1 — 06981 1. 



S!LfcIl«'J>*-7liiU9 3 7 (ATCC CRL 1 5 9 3) mRN 
A. tM/f;^7^1^-7tttWERI-RB (ATCC HTB 169 
) mRN A, \L biJSmRN A (C 1 o n t e c hftgD ^b^Lfc c DN A 

i^O^^^'J -!i)^^cDNA?D->MU *©£«£HJ#lifej£ 

m\st=. e fc* • ^nN>cDNAA»i:a»Sftfc^*cDNAi'n-> 

KLT^&5eSllC0V^> Kyte-Doolittl e(D^m [Ky 
te, J & Doolittle, R. F. , J. Mo 1. Biol. 15 
# 7 : 1 0 5- 1 3 2 (1 9 8 2) ] ICJ:U, m^/WOk^U 7 J - )V 

[0 0 2 4] 

(2) >f y\z hnaanicisfiast^ 

*»cDNAmS^7^5 K<***--£ffi^T, T N T 7 1* 3r 
©BR [ 35 S] *T*->t:mMV. mmmysZ^itXTJ V h-^T-v^;i/bfc 

0. 5 m 1, 7^ y'KS'&IR (^^^->§r-^^^VN) 2 >ct K [ 35 S] *^-;f 
(77->>tAtt) 2<tl (0. 37MBq/yttl), T7RNA/H'J^7 
-1f0. 5/t 1, RN a s i n 2 0U 2 5 n 1 0Mtf:T'3 0"C"e 

ny-AHdS- 2. 5 At 1 SrlfcflDLTfTofc. ,K&$E3 aj 1 IC S D S 

•9->^U yVXv 77- ( 1 2 5 mM h U ^%EMSM8H& pH6. 8, 120m 
M2-^^yhl^;-;K 2%SDSii, 0. 02 5%^n=E7i;-^ 
2 0%^'JtO-;b) 2 # 1 £#tJ*i> 9 5TC 3#MMPILfc^ S 
D S - jK U T * U ;i/T $ K>f ;b*ft*»ic fc. *-h5^^57-f-S: ff 
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5 



[0 0 2 5] 

(3) COS 7 1CJ:*^ 

#$8b©8^k©8^** 1 0 0 * g/m 1 7>tf %>u 

yi$M 2xYT««2ml*Tf37TC2 ttHtttt b fclfe, ^W^~ 77" 2>M 1 
3K0 7 (5 0/tl) £»U 37X:t-W#lfc 0 MtoKl J: o T&*l bfc 

fclO0*l<DlmMMJ*-0. ImMEDTA. P H8 (TE) iCiSlfe 

o 

[0 0 2 6] 

*^w«**«fMBJBco s7ii, i o^^s/i&wjfiiaffc^tf^^y 

>f-^ (DMEM) 5%C0 2 W, 3 7TC-C**Lfc. 1x10 

I©COS7»&65t^W-h (3>**t, *(Z>liL^3 cm) IC«L*, 5%C 

o 2 «t. 3 7tt2 2i«bfc= v ymmwwLX'Mmmm 

fc«fc»U ^ICbOmMbnM (PH7. 5) HtfDMEM (TDM 
EM) -e?fK«fe#Lfc. i©*«HC-*«l7T-S;»»*l#il. DMEM « 
*0. 6xnl, TRANSFECTAM™ (IBFtfc) S/il^liU*^ 

aamu 5%co 2 #st, 3 7TCTf3»n«fibfe. t 

DMEM-elWB*lB*tt»U 1 0%^«M^*DMEMU 2 
ml**., 5%CQ 2 #^T, 3 7ttCT2H^*lfe 0 *** C 35 S] S/* 
-r>f >&&vM* C 35 S] >i^*->€:^tf*«lK:SS*Lfe«, HSRIi&fcbfc. 

SDS-PAGEICfrWfe. 

[0 0 2 7] 

(4) >7U~->W 
<HP0 2 8 8 3> 11* 2 1) 

t hMW»KBcDNA7>f;7'J-A^#^^D->HP02 

8 8 30cDNA>f^-h©^ra^^^^ 1 9 1 bp© 5' 
*«SRiS«. 1179b P 0ORF, 2 6 5 7 bp(D3' 

1 0 ffiffi*^ 11-3089731 





11-069811 




, 3 momfemnMF * j ytf&&Lfc* » sncKyte-Doontti 

f?©^*. ORF^P J ^0$tl5^d L fi4 3, 3 8 UBSHC40kDa©l 
[0 0 2 8] 

HMiSeiCET24Fl. 2 (GenBank7?ti/g>ffZ499 
12) fcSHHtt&J&LT^fc. *2tc, *»thSSK (HP) ^tKm^ 
IfiSCET24Fl. 2 (CE) CD7 ^ J WMn^VcM^^'t 0 -lit^VV? 

^ y lE^»®«tCSV>T, 3 5. 4%<D*B|iH$S:;tLTV^e 

[0 0 2 9] 

[*2] 
*2 



HP MEGVSALLARCPTAGLAGGLGVTACAAAGVLLYR I ARRMKPTHTMVNCWFCNQDTLVPYG 

*. .**. * * . ..* *.**»*. . . * * * 
CE MEVAAA VGV I AS VPI LYK-A I RPR- I KTSVECWFCRKSTKVEYQ 

HP NRNCWDCPHCEQYNGFQENGDYNKP I PAQ YLEHLNHVVSSAPSLRDP-SQPQQ 

.** ** ******* *.**«*. .**. * * * *. . 

CE QRNSFTCPSCEQYNGFTEDGDYNRR I PGQAWTTPKRYCEPGKMQSEKPSTFLDRFGGVNM 
HP W VSSQVLLCKRCNHHQTTK I KQLAAFAPREEGR YDEEVEV YRHHLEQMYKLCRPCQA AVE 

**. ** * *.*.* .*.*..**.* **..**.**.**. .* .*. 

CE SPKASNGLCSECNLGQE 1 1 MNKV AEFEP I DEDR WNEELEDYRYKLERMYQLCPRCT I QVH 
HP YYIKHQNRQLRALLLSHQFKRREADQTHAQNFSSAVKSPVQVILLRALAFLACAFLLTTA 

**. ..* .-* 

CE GKLEEDKKKY-SYLLKVKYKLKHAIGSTLREVMNNQKRSRRFFFAGGSTCEALHFGCLIS 
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[0 0 3 0] 

£f- s * c DNA©tllS?'J?:ffl^tGenBank?:^bfci:r5, ES 
T©tfUC 9 0%JK±©fflHtt«'rS ! t'© <«I*.BU 7nJ/H>tfFll 
4 0 9) #a»3*lT^fc#* »#ffi*Jfc©^##W©£B«fcHC£B5*&=* 

[0 0 3 1] 

<HP0 3 1 4 0> (12^2, 12. 2 2) 

Hh7^DtW-VfflH«HT-l 0 8 0 cDNA7-f/7'J-*^#^ 
ftf^D->HP 03 1 4 0©cDNA>f^-h©i*iS5!l*ftSbfe^- 
5, 29 bp© 5' #»IR««, 1494bp©ORF. 9 7 2 bp© 3' 
«?««*feft**3St:*bTV^fe. ORFli4 9 77^iW^^SS« 
fcrz-Fl/Tfcy, H2lCKyte-D 
oo 1 i t t leffl»#ftt*5a«®W/I^D^-;^Bt 
. >f>lf bn»8R©*S^ ORF^M^^i5 4, 2 4 5 ^£fflD 

5 1 k D a ©SI8R£*»#£JS b fe- 
[0 0 3 2] 

WiSeiCE LC50D2 (GenBankT^^ A F 0 4 0 

6 4 2) fciH«tt«L/T^fe- *3IC. *»tMfit(HP) 
igaiCELC50D2 (CE) ©7 S ;«IB^©Jfc««:3*'**- -l****^" 

*lj:^^©5aH^H-T^y^a5: : etl€n*i-c N**«3 9 3 7 

[0 0 3 3] 

^3 



HP MALWRGSAYAGFLALAVGCVFLLEPELPGSALRSLWSSLCLGPAPAPPGPVSPEGRLAAA 

* *. . 

CE MFSETFVPS I FSYKHRLLHLSVLFF I VPYWYSYYNDQHRLSSYSVETAMFLS 



ffi!E#¥ 11-3089731 
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• • • 

HP WDAL I VRPVRRWRRVAVGVNACVDVVLSG VKLLQALGLSPGNGKDHS I LHSRNDLEEAFI 

X. XX.* X X XX... XX* XX. . . . ***. . . *. . .**...* 

CE WER A I VKPG AMFKKAV I GFNCN VDL I VSGVRVVDALNTTCSEGKDQETLETLADLHQTFA 
HP HFMWKGAAAERFFSDKETFHD I AQVASEFPGAQHYVGGNAAL I GQKFAAN-SDLKVLLCG 

XX. .XXXXXX. . *. . . * X.. ****** *XX .. .XXX 

CE HFFQRGAAAERYMSSEDQFNLLVAESEASTRSHHHIGGNAALMADRIAANFPSTEVYLVG 
HP PVGPRLHELLDDN VFVPPESLQEVDEFHL I LEYQAGEEWGQLKAPHANRF I FSHDLSNG A 

X.XXX ..XX. .X ... **.*.**«*. .X* X. XX ..*** XX* .*. 

CE P I GPRSQALLHPSVKRTNSTR I LKDELHV I LEYKQGE I LGDWVAPSSSRF I TSHDHFSGS 
# HP MNMLEVFVSSLEEFQPDLVVLSGLHMMEGQSKELQRKRLLEVVTS I SD I PTG I PVHLELA 

X ..x.x X.XXXX*. .*.*. .X XXX* XX. .*.****. 

CE MVVMEMFFK A I AQFRPDLVV I TGVHLLEFQSKEMRQEKMRL I KRNLLQ I PPK VP I HLELG 
HP SMTNRELMSSIVHQQVFPAVTSLGLNEQELLFLTQSASGPH-SSLSSWNGVPDVGMVSDI 

*... *..*. * * *.***. xxxxx X*.. X.XX* .. . .X. .* .* .. 

CE SLAD-E I FSTDV I NK I LP YVDSLG I NEQELTFLSH I ANGPHMEEYPVQAGTVH VHKVVEM 

HP LFW I LKEHGR SKSRASDLTR I HFHTLVYH I LATVDGHWANQLAAVAAGARVAGT 

X X.XX..X* . *.***** *.**x *.* *..****x.x* 

CE LHWLLKTYGRDPTGQI ASKTGYRLSR I HFHCLTYH I MVSSGTDWSNLAAGLAAGAR I AGR 
^ HP QAC — ATET I DTSRVSLR APQEFMTSHSEAGSR I VLNPNKPVVEWHREG I SFHFTPVLVC 

.« . . .x.x x.x. ,*. 

CE LSCN I G ANTMDSELLE I RTPANFVLDKK I EKNYQFEAHKY MLTPFN I ARCSTRL I RRKPP 
HP KDPIRTVGLGDAI SAEGLFYSEVHPHY 

CE GGG I LDEGVTFSDVHNV I LNPTTRLPYPEEQLREH I EKTSSE I MKERNK I RYGTRKKKDS 



[0 0 3 4] 

:fccDN A(D&«Se#J£/B^TG e nB a nkMbfcfcl^, ES 

56000) #g£i£*\,-cv^2)\ %$ftmmte<DT**mm<DS:&giiimvm&$i. 
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[0 0 3 5] 

<HP10628> (.m?m*§r 3 , 13. 23) 

th7^DW-^i»HT- 1 0 8 0 cDNA7^7>J-*^«?> 

5 , 66bp©5' IMI^c, 1 2 54 b ptf>OR 2 9 7 bp©3' 
«R««**&«fe**3fife=&l--CV^fc. ORF&4 1 773 

o o 1 i t t 1 e ©*tt-e*«>fe*BEaK®«[*tt/ii*tt^o7-f-^«:5%-r 

4 6 k D a©Hfllfi£fe#£Jftkfc- 
[0 0 3 6] 

(Schistosoma mansoni) ATP-*9th775 
U-SfiK (GenBank7n«>3^L 26 2 8 6) tHKtt5:tUT 
V*fc. «4tC. *»thi6I (HP) (Schistosoma 
a mansoni) ATP-*nh7T5'J-«Bft (SM) ©7^«W 

[0 0 3 7] 
[*4] 

314 



HP MLVHLFRVGI 



RGGPFPGRLLPPLRFQTFSAVRYSDGYRSSSLLRAVAHLRSQLWAHLPRA 
SM MFSALCRRGFLTNKVSQFRSTYKCDHYNLKT 
HP PLAPRWSPSAWCWVGGALLGPMVLSKHPHLCLVALCEAEEAPPASSTPHVVGSRFNWKLF 

SM H I KPLKCSSSLRLTVGTGLF I ALHSK I SPESR I QTVQCEVDSYQTDQ I TFAKSGG I PRY 1 
HP WQFLHPHLLVLGVAVVLALGAALVNVQIPLLLGQLVEVVAKYTRDHVGSFMTESQNLSTH 

* * *. **..** *** **..*• •* * * — ' * 
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SM GVLILPDCVYLFGAILGAFVAAVMNVYIPLYLGDFVSSLSRCVVTHEG-FVSAVYVPTLR 
HP LLILYGVQGLLTFGYLVLLSHVGERMAVDMRRALFSSLLRYCQPQGAELGQDITFFDANK 

* * .*.* ** *. **. ****** ** .**..*. * **...**... 

SM LCSSYLLQSLSTFLYIGLLGSVGERMARRMRIQLFRKLV-Y QDVAYFDVHS 

HP TGQLVSRLTTDVQEFKSSFKLVISQGLRSCTQVAGCLVSLSMLSTRLTLLLMVATPALMG 

. . . ***.****** ******. .* ** *. * 

SM SGKLVEIIGSDVQNFKSSFKQCISQGLRNGIQVVGSVFALLSISPTLTAALIGCLPCVFL 
HP VGTLMGSGLRKLSCQCQEQ I ARAMGVADEALGNVRTVRAFAMEQREEER YGAELEACRCR 

.».***..**..* . *.* . ***. . ..***. . .*** 

SM I GSLMGTELRH I SREVQSQNSLFASL I DEAFSH I RTVKSLAMEDFL I NK I NYNVDKAKML 
HP AEELGRGIALFQGLSNIAFNCMVLGTLFIGGSLVAGQQLTGGDLMSFLVASQTVQRL 

.*.*. **. ****** * .***.*..** *.. . *. .*.*****. ..**.** 

SM SEKLSFGIGSFQGLSNLTLNGVVLGVLYVGGHLMSRGELDAGHLMSFLATTQTLQRSLTQ 

[0 0 3 8] 

*cDNA0J£IIJ!I5:fflV^GenBank?:tilfe^35, ES 
T©tflC. 9 0%£k±.V>mm&*M-?Z>*)(D (M*J£. T^iZi/a>##U 6 6 
6 8 8) fffi*3*iT^;fe:#, S^BJO&O-e^foSeRtHCSeRSa 
- F L T if 5 lifflJtT £ & va. 
[0 0 3 9] 

<HP 1 0 6 2 9> (S?9Sf4, 14, 2 4) 

fc: h l/f;^7^b-7ttttWERI - RB cDNA5^ 
Hfe^D->HP 1 0 6 2 9fflcDNA^f>f- h ©:£&«f3?U£&je L£ £ 3 
5, 2 5 9 b p©5' ^a5Rfft& 1 9 5 0 b pCORF, 1 0 6 0 bpO3' 
*»8R*«3^e>3&*«3t€:^UT^fc. ORF&6 4 9 75;i»e.*SS 

4iCKyte-Doolittl e <Z)#&T*:£&£#gaft©i«4£/il:M£:/ 

[0 0 4 0] 
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a#ip 1 1—069811 
«fSeSCELF3 8B6 < G e n B a n XT fa >#*U4 0 0 6 

o) fc»«ttt:*bTnfc. *ski, $»tibsai (hp) fcujfctaw 

SKCELF3 8B6 (CE) ©7^ -I*^ 9 ^' 

[0 0 4 1] 

*5 



HP M1PNQHNAGAGSHQPAVFRMAVLDTDLDHILPSSVLPPFWAKLVVGSVAIVCFARSYDGD 

MKYAEINVNSGKHFRLNYKLHETS 

CE 

HP FVFDDSEA I VNNRVAGVVGR ADLLCALFFLLSFLGYCK AFRESNKEGAHSSTFWVLLS I F 
CE TLG YH VVN 1 1 CHTV ATLVF YKLGKQLEH I FDFFN I AFSA S I LFA VHPVHTEAV AN I TGRA 
HP LGAVAMLCKEQG ITVLGLNAVFDI LV I GKFNVLEI VQKVLHKDKSLENLGMLRNGGLLFR 
CE ELLMTI FSLAAL I LHVKNRE I NCKFVLLV I LSTLSKEQGLMT IP I A I C I DFLAHRSCRSN 
HP MTLLTSGGAGMLYVRWR I MGTGPPAFTEVDNPASFADSMLVRAVN YNYY YSLNAWLLLCP 
..* * ... **..***..* .*•• * •**■* • •*•**• * 
CE FVRM I CLLV AI GFLRMM VNGFEAAKFTKLDNPTAFLNSKFYRM I NYTY I WLYHAYLLV I P 
WWLCFDWSMGCI PLI KS I SDWRVI ALAALWFCLI GLICQALCSEDGHKRR I LTLGLGFLV 



HP 



****.*»«**. *... *.**.... * •* • * •**• 



CE VNLCFDYSMGC I SS I TTM — WDLRALSPVL I FT I V I I G VKF QNECRAFTLSSLMG I 

HP IPFLPASNLFFRVGFVVAERVLYLPSIGYCVLLTFGFGALSKHTKKKKLIAAVVLGILFI 

*.»*****.*« *** .********* *.*.* * ** * * *' 

CE I SFLPASN I FFTVGFS I AERVL YLPSAGFCLLCA I 1 FKKLSVHFKN ADVLS I TL I LLL I S 
HP NTLRCVLRSGEWRSEEQLFRSALSVCPLN AKVHYN I GRNLADKGNQTA A I RYYREAVRLN 
x * xx***.. x *..*.****« «**.***.*» *.*.* ••* • *••*••*• 

CE KTYR RSGEWKTELSLYSSGLSVCPTN AK I HYNLGKVLGDNGLTKDAEKNYWNA I RLD 

HP PKY VHAMNNLGN I LKERNELQEAEELLSLAVQ I QPDFAAAWMNLG I VQN SLKRFEAAEQS 
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1 1 —0 6 9 8 1 1^ 

9 



CE PSYEQALNNLGNLLEKSGDSKTAESLLARA VTLRPSFA VAWMNLG I SQMNLKK Y YEAEKS 
HP YRTA I KHRRKYPDCYYNLGRLYADLNRHVDALNA WRNATVLKPEHSLAWNNM 1 1 LLDNTG 
* * *** ** ** * ** *** . _ * ** .*.*....**. . 

• • • • • * « • • • • • * • 

CE LKNSLLIRPNSAHCLFNLGVLYQRTNRDEMAMSAWKNATRIDPSHSQSWTNLFVVLDHLS 
HP NLAQAEA VGREALEL I PNDHSLMFSLANVLGKSQK YKESEALFLKA I KANPNAASYHGNL 

. .* **. .** * *. . .**. **... .*.** 

CE QCSQV I DLSYQALSSVPNESR VHMQ I GSCH AKHSNFTA AENH IKSAI DLNPTSVLFHANL 
HP AVLYHRWGHLDLAKKH YE I SLQLDPTASGTKENYGLLRRKLELMQKK A V 

..**.* .. . *...* * *.**... * 
CE G I LYQRMSRHKEAESQYR I VLALDSKN I VAKQNLQKLEEHNCYNSTLP 

[0 0 4 2] 

*cDNAOMS?!l?:I^tGenBank5:tilfcfc;5, ES 

50191) tfg»£*iTVNfc#\ ffls#E^jfc©-e#»re©fifi«fcHiefi8K 

[0 0 4 3] 

<HP 1 0 6 3 5> (12^5, 15, 2 5) 

M h bf;^7^1>-7llftWE RI - RB c DNA7>fy7'J-A^#?) 
*lfc?D->HP 1 0 6 3 5© c DN A>f h©±ifta!ffi#l&ft5£Lfci:£ 
5, 6 5 b p © 5 ' 2 8 2 b p ©O R F, 1 1 1 b p © 3 ' 

««^e>3S;-&*3i&^LTV\fe D ORF&9 37$ 7 £>fc£gG«&=l 
-FbtfetJ, 2«ffi©«j£fcJ*»K;*>r>##fcLfc. 05}CKyte-Do 
o 1 i t t 1 e©^^T-^fefc*5aS©i**'t4/'^*'l£^ , n7>f-;i/$:^'r o 
>f >tf hnH8R©je*, ORF^e>^-3®$tl^^49, 4 8 9 tStfWC10 
k D a ©BIRgfttf L fe. 
[0 04 4] 

*cDNA©jfel6BB?!I€:fflVNTG e nB a n k ^^bfcil 35, ES 



flJ5E#¥ 11-3089731 
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• 



1 6 4 8 1) #s*s*iT^fc#, ^w^T'M©saii:BcsBi 

£3-FLT^5*^e>jW«/£T*£fcvx 0 

[0 0 4 5] 

<HP1 0 6 3 6> (ISMf 6, 16, 2 6) 

tl h7^nW-7««HT- 1 0 8 0 cDNAv-f 7*^U-*^#e> 
tlfc^n->HP 1 0 6 3 6 0)cDNA>f>f- F©£££fi!#l£fcJ£l'fcfc - 
5, 179 bp© 5' #aS?1H«s 1278bp<DORF. 2 5 5 bp©3' # 
«tRffi«#&***»&£^^ fe - ORF&4 2 575 ;l»^fe5Sa 
• H&n-FUTfcU, 1 0fl©*3£IRJiaF^>f>^#*bfc. H6JCKy t e 
-Doo 1 i t t 1 e©*a^#«)fc*Sa5t©«l*tt/«*tt^P7-f-^S: 

[0 0 4 6] 

*cDNA0tlia?!l?:ffi^TGenBank!:tilfci:^5, ES 
T©*IC, 9 0%«±©fflPIffiS:^-r6*'© mJ/H>#fZ4 3 

270) #s*2*itv^*<, aj^Bs^i3&©*e*«w©saKiiracsa«s:=2 

[0 04 7] 

<HP1 0 64 0>(li!»#7, 17, 2 7) 

H/f^7^1^-7l»WERI -RBcDNA^'f^'J-frbie) 
*lfc#n->HP 1 0 64 O0cDNA>f>t- h ©^&S®3?U L/ £ 3. 
5, 52bp©5' #8HR1K«. 4 5 0bp®ORF, 5 5 3 b p <D 3 ' #{BIR 
«A^^€>«5tS:*bTVNfe 0 ORFttl4 97^i»^^ieil: 

yte-Doolitt 1 e©^-e#«)fc2fcSaK©*2Ktt/«*tt^a7-f 
-frtfcto 4 y^humWWUm. ORF^f>f«SftWI16, 829 
1 7 kD a©HflRg##£J*l>fc. 
[0 0 4 8] 



1 8 
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i/U4 ±X-}-Utem&g.F 2 7 F 2 3. 14 (GenBank7ni/3>ff 
AC003058) fcJBteltt&^LT^fc. & 6 tc, #fj§fE©t: hgBfC (HP 
) ti/D>ftXt«iaiF2 7F2 3. 14 (AT) ©7 5 ^ BteB#l©Jt«il 

■T. N ^SfiHW&fifc fc-oT, 4 6. 5 %©ffiratt&^LT^fc. 
[0 0 4 9] 
[*6] 

HP METLYRVPFLVLECPNLKLKKPPWLHMPSAMTVYA 

AT MAPRSDSQTGSSVSDGSDQSSMDPIFHLLRIVPFSFLRPPRLRLKIPS-FTLPSPMTVYA 
HP LVVVSYFL I TGG I I YDV I VEPPSVGSMTD-EHGHQRPVAFLAYRVNGQY I MEGLASSFLF 

AT L I LLTYFLVVSGFV YDV I VEPPG IGSTQDPTTGTI RPVVFMSGRVNGQY I I EGLSSGFMF 
HP TMGGLGFI I LDRSNAPN I PKLNRFLLLF I GFVCVLLSFFMARVFMRMKLPGYLMG 

..**.*...** ..*.*. * *. ..*.*.*.**** 

AT VLGG I G I VMLDLALDKNKAKS VKASYA VAGVSS I V I AYVMSMLF I R I K I PG YLY 

[0 0 5 0] 

#cDNA0fiiS^!IS:fflV»TGenBankS:ftSlllfei:l5, ES 

717) #s»anT^fc#, ®frmm<DT'*mm<Dm&n£Mvm&giZ3 

[0 0 5 1] 

<HP1 0644> (Bi#l#^ 8 , 18, 28) 

tM/f;^77. h-V»|WER I -RB cDNA7>fy7'J-*&ff6 
tife^n->HP 1 0 6 4 4 © cDNA>f>t- h ©£*fca£H!#I&ftj£ L £ Zl 
3, 2 2 1 b p ©5' #SSIRM^ 1191bp©ORF. 204bp©3' # 
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BWMtffr&fc*****^^*- ORFttS 9 675;i«i*&«*sa 

-do o i i 1 1 1 ec^-e^fc^fieji©**^/®*^! 3 ^^-^* 

[0 0 5 2] 

»4fi*Sej(B0 5 11. 8 (GenBankmi/a>tfAF0 6 7 6 
0 8) fcS&tt&^bTVAfc. i§i7{c, #2gfE©t:b®SfC (HP) 
SejtB0 5 11. 8 (CE) (DT^JmU^KDitm^B-fo -tt^y^t 

Rfc<3 6 175 7fift«£©««lCi3VVT\ 3 1. 3 %©*BHtt 5:* V*fc. 
[0 0 5 3] 

*7 



RS MAM I ELGFGRQNFHPLKRKSSLLLKL 

CE CDKNGQYLS VQEE I D AENK VQRK I APGLNEK VLERVTQMLMKQEKSTETYM I WLKNLRVP 
HS I AVVFAVLLFCEFLI YYLA I FQCNWPEVKTTASDGEQTTREPVLKAMFLADTHLLGEFLG 

« *..*...*. *.** *• .**..••******•• * 

CE I LLA I I LVVYNEYF I FF I AFSSCQWP CKYGRCS-ESSVKAFM I SDTHLLGK I NG 

HS HWLDRLRREWQMERAFQTALWLLQPEVVF I LGDI FDEGKWSTPEAWADDVERFQKMFRHP 

******.***** ..* *. *.*.*.***• .****« ***.«.* 



CE HWLDKLKREWQMYQSFWISTWIHSPDVTFFLGDLMDEGKWAGRPVFEAYAERFKKLF— G 
HS SHVQLKVVAGNHD I GFHYEMNTYKVERFEKVFSSERLFSWKG I NFVMVNSV ALNGDGCG I 

CE DNEKV I TLAGNHDLGFHYAL VQTFATHLTPT — VELKN YLL I MPETLEMFKKEFRR 

HS CSETEAEL I EVSHRLNCSREARG-SSR-CGPGPL LPTSAPVLLQHYPLYRRS 

CE GLI DEMK I KKHRFVL I NSMAMHGDGCRLCHEAEL I LEK I KSRNPKNRP I VLQHFPLYRKS 



2 0 mSE#¥ 1 1-3089731 




1 1 — 069811 



HS DANCSGEDAAPAEERDI PFKENYDVLSREASQKLLWWLQPRLVLSGHTHSAC EVH 

**.*. * *..*.**.*.* ... *.*. *..****. * 

CE DAECDQVDEQHE 1 DLKEM YREQWDTLSKESSLQ I I DSLNPKAVFGGHTHKMCKKKWNKTG 
HS HGGRVPELSVPSFSWRNRNNPSF I MGS I TPTDYTLSKCYLPREDVVL 1 1 YC-GV VGFLVV 

* .* ****** . * *. .*.* **.* . * .*.*. 

CE NSEYFYEYTVNSFSWRNGDVPAMLLV V I DGDNVLVSSCRLPSE I LQ I M VY I FGG I G I LAK 
HS LTLTHFGLLASPFLSGLNLLGKRKTR 

CE MYNDLI TPAPLEWNVNN I AVCTA IILVMI I NVVAL I FTI FWCLRSKDEGGE I DSNGVVI N 



[0 0 5 4] 

*cDNA0MPJ5ffl^GenBank5:tilfei:35, ES 
TGUpK. 9 0%J£Lh©ffiHteS:^i-* : fe® 7n^a>S#R8 8 

3 8 1) #a«s*iTv*fc#, 3ftmmte<DT**mw<Dm&n£mvm&MZn 

[0 0 5 5] 

<HP 1 0 6 5 6> (ffi^9» 19. 2 9) 

M MJ>*-V«IJfi«cU9 3 7 cDNA9>f:/9y-**&»S>*lfc#n->H 
P 1 0 6 5 6©cDNA>f >t- h©iMS5'J&^lfeh3 5, 6 8 b p tf> 
5' f$WMRffl&* 1 0 5 3 bp©ORF, 7 3 9 b p (D 3 ' #«fFMK«# £> fc£ 
m&ZHLX^fc. ORF&3 5 075 ;i»?>*55ef - KbTfc 
•J, 2ffiffi<Dm%.mMMF*Jyft : fr&lsfc° 09lCKyte-Doolitt 

»8R©Jg*, ORF^?,fl$tl§^i4 0, 04 3 fc«&raC4 1 kDa© 

#*^ft£5 4 kD a©jg%tf£j£bfc 0 Iffl5SR©7^iWf 
ICJi, N-yU3S/lx-S/a>^jei*"5r«tt^&S»fil^4ttm (14 8H@ 
Asn-Cys-Thr, 1 5 5 # g A s n - T y r - T h r , 162#@As 
n-Gln-Thr, 190|@Asn-Lys-Se r) ##-f"So 
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[0 0 5 6] 

*cDNA0*SS?O?:fflV^tGenBank«;ft*l/feilI5, ES 

17 8 16) #a»3*iT^fc#. a5^ffi^ift©*e*«w©se«i:Hcfie« 

[0 0 5 7] 

<HP 1 0 6 7 2> (12^10, 2 0, 3 0) 

HhJft»cDNA5>f^7'J-fre>ffe.tlfcfn->HPl 0 6 7 20cDN 
A>f:/ ^_ h(D ^SSE^J$:^Lfcil^5, 244 bp©5' #»8R«(«> 4 
62 bp©ORF, 77bp©3' #«fR««;fr &fc**3g&^bt ^fc. OR 

t e-Do o 1 i t t 1 eO^aj-C^ftfc^StaKO**^/**^ 137 ^ " 

[0 0 5 8] 

*cDNAClili!^l:ffl^"CGenBank$:tilfci:35, ES 

700) ^a»s*iTVAfc^, aj^ffij!i3a:©T**«w©seKfcracse5t«:3 

[0 0 5 9] 

-©DNACDSSSJ'***-* j3«fct;i©DNAS:^S^fcJC««lIJISS:ai«"r* 

(ddn A\t. m&**mm?u- -f^m^mmmm^m nhrm^zz-ttf 
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[0 0 6 0] 

<110> Sagami Chemical Research Center, 
Protegene Inc. 

<120> Human proteins having hydrophobic domains and DNAs encoding these 
proteins 
<130> S018194 
<160> 30 

[0 0 6 1] 
<210> 1 
<211> 392 
<212> PRT 

<213> Homo sapience 
<400> 1 

Met Glu Gly Val Ser Ala Leu Leu Ala Arg Cys Pro Thr Ala Gly Leu 

15 10 15 

Ala Gly Gly Leu Gly Val Thr Ala Cys Ala Ala Ala Gly Val Leu Leu 

20 25 30 

Tyr Arg He Ala Arg Arg Met Lys Pro Thr His Thr Met Val Asn Cys 

35 40 45 

Trp Phe Cys Asn Gin Asp Thr Leu Val Pro Tyr Gly Asn Arg Asn Cys 

50 55 60 

Trp Asp Cys Pro His Cys Glu Gin Tyr Asn Gly Phe Gin Glu Asn Gly 
65 70 75 80 

Asp Tyr Asn Lys Pro lie Pro Ala Gin Tyr Leu Glu His Leu Asn His 
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85 90 95 

Val Val Ser Ser Ala Pro Ser Leu Arg Asp Pro Ser Gin Pro Gin Gin 

100 105 110 

Tr P Val Ser Ser Gin Val Leu Leu Cys Lys Arg Cys Asn His His Gin 

115 120 125 

Thr Thr Lys He Lys Gin Leu Ala Ala Phe Ala Pro Arg Glu Glu Gly 

130 135 I 40 

Arg Tyr Asp Glu Glu Val Glu Val Tyr Arg His His Leu Glu Gin Met 
145 150 155 160 

Tyr Lys Leu Cys Arg Pro Cys Gin Ala Ala Val Glu Tyr Tyr lie Lys 

165 170 l* 75 

His Gin Asn Arg Gin Leu Arg Ala Leu Leu Leu Ser His Gin Phe Lys 

180 185 1 90 

Arg Arg Glu Ala Asp Gin Thr His Ala Gin Asn Phe Ser Ser Ala Val 

195 200 205 

Lys Ser Pro Val Gin Val lie Leu Leu Arg Ala Leu Ala Phe Leu Ala 

210 215 220 

Cys Ala Phe Leu Leu Thr Thr Ala Leu Tyr Gly Ala Ser Gly His Phe 
225 230 235 240 

Ala Pro Gly Thr Thr Val Pro Leu Ala Leu Pro Pro Gly Gly Asn Gly 

245 250 255 

Ser Ala Thr Pro Asp Asn Gly Thr Thr Pro Gly Ala Glu Gly Trp Arg 

260 265 270 

Gin Leu Leu Gly Leu Leu Pro Glu His Met Ala Glu Lys Leu Cys Glu 

275 280 285 

Ala Trp Ala Phe Gly Gin Ser His Gin Thr Gly Val Val Ala Leu Gly 

290 295 300 

Leu Leu Thr Cys Leu Leu Ala Met Leu Leu Ala Gly Arg lie Arg Leu 

305 



310 315 320 
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Arg Arg lie Asp Ala Phe Cys Thr Cys Leu Trp Ala Leu Leu Leu Gly 

325 330 335 

Leu His Leu Ala Glu Gin His Leu Gin Ala Ala Ser Pro Ser Trp Leu 

340 345 350 

Asp Thr Leu Lys Phe Ser Thr Thr Ser Leu Cys Cys Leu Val Gly Phe 

355 360 365 

Thr Ala Ala Val Ala Thr Arg Lys Ala Thr Gly Pro Arg Arg Phe Arg 

370 375 380 

Pro Arg Arg Ser Glu Lys Gin Pro 
385 390 

[0 0 6 2] 
<210> 2 
<211> 497 
<212> PRT 

<213> Homo sapience 
<400> 2 

Met Ala Leu Trp Arg Gly Ser Ala Tyr Ala Gly Phe Leu Ala Leu Ala 

15 10 15 

Val Gly Cys Val Phe Leu Leu Glu Pro Glu Leu Pro Gly Ser Ala Leu 

20 25 30 

Arg Ser Leu Trp Ser Ser Leu Cys Leu Gly Pro Ala Pro Ala Pro Pro 

35 40 45 

Gly Pro Val Ser Pro Glu Gly Arg Leu Ala Ala Ala Trp Asp Ala Leu 

50 55 60 

He Val Arg Pro Val Arg Arg Trp Arg Arg Val Ala Val Gly Val Asn 
65 70 75 80 

Ala Cys Val Asp Val Val Leu Ser Gly Val Lys Leu Leu Gin Ala Leu 

85 90 95 

Gly Leu Ser Pro Gly Asn Gly Lys Asp His Ser lie Leu His Ser Arg 
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100 105 HO 

Asn Asp Leu Glu Glu Ala Phe He His Phe Met Trp Lys Gly Ala Ala 

115 120 125 

Ala Glu Arg Phe Phe Ser Asp Lys Glu Thr Phe His Asp lie Ala Gin 

130 135 140 

Val Ala Ser Glu Phe Pro Gly Ala Gin His Tyr Val Gly Gly Asn Ala 
145 150 155 160 

Ala Leu He Gly Gin Lys Phe Ala Ala Asn Ser Asp Leu Lys Val Leu 

165 170 175 

Leu Cys Gly Pro Val Gly Pro Arg Leu His Glu Leu Leu Asp Asp Asn 

180 185 190 

Val Phe Val Pro Pro Glu Ser Leu Gin Glu Val Asp Glu Phe His Leu 

195 200 205 

He Leu Glu Tyr Gin Ala Gly Glu Glu Trp Gly Gin Leu Lys Ala Pro 

210 215 220 

His Ala Asn Arg Phe He Phe Ser His Asp Leu Ser Asn Gly Ala Met 
225 230 235 240 

Asn Met Leu Glu Val Phe Val Ser Ser Leu Glu Glu Phe Gin Pro Asp 

245 250 255 

Leu Val Val Leu Ser Gly Leu His Met Met Glu Gly Gin Ser Lys Glu 

260 265 270 

Leu Gin Arg Lys Arg Leu Leu Glu Val Val Thr Ser lie Ser Asp lie 

275 280 285 

Pro Thr Gly He Pro Val His Leu Glu Leu Ala Ser Met Thr Asn Arg 

290 295 300 

Glu Leu Met Ser Ser lie Val His Gin Gin Val Phe Pro Ala Val Thr 
305 310 315 320 

Ser Leu Gly Leu Asn Glu Gin Glu Leu Leu Phe Leu Thr Gin Ser Ala 
325 330 335 
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Ser Gly Pro His Ser Ser Leu Ser Ser Trp Asn Gly Val Pro Asp Val 

340 345 350 

Gly Met Val Ser Asp He Leu Phe Trp He Leu Lys Glu His Gly Arg 

355 360 365 

Ser Lys Ser Arg Ala Ser Asp Leu Thr Arg He His Phe His Thr Leu 

370 375 380 

Val Tyr His He Leu Ala Thr Val Asp Gly His Trp Ala Asn Gin Leu 
385 390 395 400 

Ala Ala Val Ala Ala Gly Ala Arg Val Ala Gly Thr Gin Ala Cys Ala 

405 410 415 

Thr Glu Thr He Asp Thr Ser Arg Val Ser Leu Arg Ala Pro Gin Glu 

420 425 430 

Phe Met Thr Ser His Ser Glu Ala Gly Ser Arg He Val Leu Asn Pro 

435 440 445 

Asn Lys Pro Val Val Glu Trp His Arg Glu Gly He Ser Phe His Phe 

450 455 460 

Thr Pro Val Leu Val Cys Lys Asp Pro He Arg Thr Val Gly Leu Gly 
465 470 475 480 

Asp Ala He Ser Ala Glu Gly Leu Phe Tyr Ser Glu Val His Pro His 
485 490 495 

Tyr 

[O 0 6 3] 
<210> 3 
<211> 417 
<212> PRT 

<213> Homo sapience 
<400> 3 

Met Leu Val His Leu Phe Arg Val Gly He Arg Gly Gly Pro Phe Pro 
15 10 15 
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Gly Arg Leu Leu Pro Pro Leu Arg Phe Gin Thr Phe Ser Ala Val Arg 

20 25 30 

Tyr Ser Asp Gly Tyr Arg Ser Ser Ser Leu Leu Arg Ala Val Ala His 

35 40 45 

Leu Arg Ser Gin Leu Trp Ala His Leu Pro Arg Ala Pro Leu Ala Pro 

50 55 60 

Arg Trp Ser Pro Ser Ala Trp Cys Trp Val Gly Gly Ala Leu Leu Gly 
65 70 75 80 

Pro Met Val Leu Ser Lys His Pro His Leu Cys Leu Val Ala Leu Cys 

85 90 95 

Glu Ala Glu Glu Ala Pro Pro Ala Ser Ser Thr Pro His Val Val Gly 

100 105 HO 

Ser Arg Phe Asn Trp Lys Leu Phe Trp Gin Phe Leu His Pro His Leu 

115 120 125 

Leu Val Leu Gly Val Ala Val Val Leu Ala Leu Gly Ala Ala Leu Val 

130 135 140 

Asn Val Gin lie Pro Leu Leu Leu Gly Gin Leu Val Glu Val Val Ala 
145 150 155 160 

Lys Tyr Thr Arg Asp His Val Gly Ser Phe Met Thr Glu Ser Gin Asn 

165 170 175 

Leu Ser Thr His Leu Leu lie Leu Tyr Gly Val Gin Gly Leu Leu Thr 

180 185 190 

Phe Gly Tyr Leu Val Leu Leu Ser His Val Gly Glu Arg Met Ala Val 

195 200 205 

Asp Met Arg Arg Ala Leu Phe Ser Ser Leu Leu Arg Tyr Cys Gin Pro 

210 215 220 

Gin Gly Ala Glu Leu Gly Gin Asp lie Thr Phe Phe Asp Ala Asn Lys 
225 230 235 240 

Thr Gly Gin Leu Val Ser Arg Leu Thr Thr Asp Val Gin Glu Phe Lys 
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245 250 255 

Ser Ser Phe Lys Leu Val He Ser Gin Gly Leu Arg Ser Cys Thr Gin 

260 265 270 

Val Ala Gly Cys Leu Val Ser Leu Ser Met Leu Ser Thr Arg Leu Thr 

275 280 285 

Leu Leu Leu Met Val Ala Thr Pro Ala Leu Met Gly Val Gly Thr Leu 

290 295 300 

Met Gly Ser Gly Leu Arg Lys Leu Ser Cys Gin Cys Gin Glu Gin He 
305 310 315 320 

Ala Arg Ala Met Gly Val Ala Asp Glu Ala Leu Gly Asn Val Arg Thr 

325 330 335 

Val Arg Ala Phe Ala Met Glu Gin Arg Glu Glu Glu Arg Tyr Gly Ala 

340 345 350 

Glu Leu Glu Ala Cys Arg Cys Arg Ala Glu Glu Leu Gly Arg Gly lie 

355 360 365 

Ala Leu Phe Gin Gly Leu Ser Asn lie Ala Phe Asn Cys Met Val Leu 

370 375 380 

Gly Thr Leu Phe lie Gly Gly Ser Leu Val Ala Gly Gin Gin Leu Thr 
385 390 395 400 

Gly Gly Asp Leu Met Ser Phe Leu Val Ala Ser Gin Thr Val Gin Arg 
405 410 415 

Leu 
[0 0 6 4] 

<210> 4 
<211> 649 
<212> PRT 

<213> Homo sapience 
<400> 4 

Met He Pro Asn Gin His Asn Ala Gly Ala Gly Ser His Gin Pro Ala 
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10 



15 



Val 



Ser 



Phe Arg Met Ala Val Leu Asp Thr Asp Leu Asp His He Leu Pro 



20 



25 



30 



Ser Val Leu Pro Pro Phe Trp Ala Lys Leu Val Val Gly Ser Val 



35 



40 



45 



Ala He Val Cys Phe Ala Arg Ser Tyr Asp Gly Asp Phe Val Phe Asp 



50 



55 



60 



Asp Ser Glu Ala lie Val Asn Asn Lys Val Ala Gly Val Val Gly Arg 



65 



70 



75 



80 



Ala Asp Leu Leu Cys Ala Leu Phe Phe Leu Leu Ser Phe Leu Gly Tyr 



85 



90 



95 



Cys 



Phe 



Lys Ala Phe Arg Glu Ser Asn Lys Glu Gly Ala His Ser Ser Thr 



100 



105 



110 



Trp Val Leu Leu Ser He Phe Leu Gly Ala Val Ala Met Leu Cys 



115 



120 



125 



Lys Glu Gin Gly He Thr Val Leu Gly Leu Asn Ala Val Phe Asp He 



130 



135 



140 



Leu Val lie Gly Lys Phe Asn Val Leu Glu He Val Gin Lys Val Leu 



145 



150 



155 



160 



His Lys Asp Lys Ser Leu Glu Asn Leu Gly Met Leu Arg Asn Gly Gly 



165 



170 



175 



Leu 



Leu Phe Arg Met Thr Leu Leu Thr Ser Gly Gly Ala Gly Met Leu 



180 



185 



190 



Tyr Val Arg Trp Arg He Met Gly Thr Gly Pro Pro Ala Phe Thr Glu 



195 



200 



205 



Val 



Asp Asn Pro Ala Ser Phe Ala Asp Ser Met Leu Val Arg Ala Val 



210 



215 



220 



Asn 

225 



Tyr Asn Tyr Tyr Tyr Ser Leu Asn Ala Trp Leu Leu Leu Cys Pro 



230 



235 



240 



3 0 
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Trp Trp Leu Cys Phe Asp Trp Ser Met Gly Cys He Pro Leu He Lys 

245 250 255 

Ser He Ser Asp Trp Arg Val lie Ala Leu Ala Ala Leu Trp Phe Cys 

260 265 270 

Leu He Gly Leu He Cys Gin Ala Leu Cys Ser Glu Asp Gly His Lys 

275 280 285 

Arg Arg He Leu Thr Leu Gly Leu Gly Phe Leu Val He Pro Phe Leu 

290 295 300 

Pro Ala Ser Asn Leu Phe Phe Arg Val Gly Phe Val Val Ala Glu Arg 
305 310 315 320 

Val Leu Tyr Leu Pro Ser He Gly Tyr Cys Val Leu Leu Thr Phe Gly 

325 330 335 

Phe Gly Ala Leu Ser Lys His Thr Lys Lys Lys Lys Leu He Ala Ala 

340 345 350 

Val Val Leu Gly He Leu Phe He Asn Thr Leu Arg Cys Val Leu Arg 

355 360 365 

Ser Gly Glu Trp Arg Ser Glu Glu Gin Leu Phe Arg Ser Ala Leu Ser 

370 375 380 

Val Cys Pro Leu Asn Ala Lys Val His Tyr Asn He Gly Lys Asn Leu 
385 390 395 400 

Ala Asp Lys Gly Asn Gin Thr Ala Ala He Arg Tyr Tyr Arg Glu Ala 

405 410 415 

Val Arg Leu Asn Pro Lys Tyr Val His Ala Met Asn Asn Leu Gly Asn 

420 425 430 

He Leu Lys Glu Arg Asn Glu Leu Gin Glu Ala Glu Glu Leu Leu Ser 

435 440 445 

Leu Ala Val Gin He Gin Pro Asp Phe Ala Ala Ala Trp Met Asn Leu 

450 455 460 

Gly He Val Gin Asn Ser Leu Lys Arg Phe Glu Ala Ala Glu Gin Ser 
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465 470 475 480 

Tyr Arg Thr Ala lie Lys His Arg Arg Lys Tyr Pro Asp Cys Tyr Tyr 

485 490 495 

Asn Leu Gly Arg Leu Tyr Ala Asp Leu Asn Arg His Val Asp Ala Leu 

500 505 510 

Asn Ala Trp Arg Asn Ala Thr Val Leu Lys Pro Glu His Ser Leu Ala 

515 520 525 

Trp Asn Asn Met He lie Leu Leu Asp Asn Thr Gly Asn Leu Ala Gin 

530 535 540 

Ala Glu Ala Val Gly Arg Glu Ala Leu Glu Leu He Pro Asn Asp His 
545 550 555 560 

Ser Leu Met Phe Ser Leu Ala Asn Val Leu Gly Lys Ser Gin Lys Tyr 

565 570 575 

Lys Glu Ser Glu Ala Leu Phe Leu Lys Ala He Lys Ala Asn Pro Asn 

580 585 590 

Ala Ala Ser Tyr His Gly Asn Leu Ala Val Leu Tyr His Arg Trp Gly 

595 600 605 

His Leu Asp Leu Ala Lys Lys His Tyr Glu He Ser Leu Gin Leu Asp 

610 615 620 

Pro Thr Ala Ser Gly Thr Lys Glu Asn Tyr Gly Leu Leu Arg Arg Lys 
625 630 635 640 

Leu Glu Leu Met Gin Lys Lys Ala Val 
645 

[0 0 6 5] 
<210> 5 
<211> 93 
<212> PRT 

<213> Homo sapience 
<400> 5 
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Met He His Leu Gly His He Leu Phe Leu Leu Leu Leu Pro Val Ala 

15 10 15 

Ala Ala Gin Thr Thr Pro Gly Glu Arg Ser Ser Leu Pro Ala Phe Tyr 

20 25 30 

Pro Gly Thr Ser Gly Ser Cys Ser Gly Cys Gly Ser Leu Ser Leu Pro 

35 40 45 

Leu Leu Ala Gly Leu Val Ala Ala Asp Ala Val Ala Ser Leu Leu He 

50 55 60 

Val Gly Ala Val Phe Leu Cys Ala Arg Pro Arg Arg Ser Pro Ala Gin 
65 70 75 80 

Glu Asp Gly Lys Val Tyr He Asn Met Pro Gly Arg Gly 
85 90 

[0 0 6 6] 
<210> 6 
<211> 425 
<212> PRT 

<213> Homo sapience 
<400> 6 

Met Gly Ser Trp Ala Ala Val Asn Gly He Trp Val Glu Leu Pro Val 

15 10 15 

Val Val Lys Glu Leu Pro Glu Gly Trp Ser Leu Pro Ser Tyr Val Ser 

20 25 30 

Val Leu Val Ala Leu Gly Asn Leu Gly Leu Leu Val Val Thr Leu Trp 

35 40 45 

Arg Arg Leu Ala Pro Gly Lys Asp Glu Gin Val Pro He Arg Val Val 

50 55 60 

Gin Val Leu Gly Met Val Gly Thr Ala Leu Leu Ala Ser Leu Trp His 
65 70 75 80 

His Val Ala Pro Val Ala Gly Gin Leu His Ser Val Ala Phe Leu Ala 
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85 90 95 

Leu Ala Phe Val Leu Ala Leu Ala Cys Cys Ala Ser Asn Val Thr Phe 

100 105 HO 

Leu Pro Phe Leu Ser Bis Leu Pro Pro Arg Phe Leu Arg Ser Phe Phe 

115 120 125 

Leu Gly Gin Gly Leu Ser Ala Leu Leu Pro Cys Val Leu Ala Leu Val 

130 135 140 

Gin Gly Val Gly Arg Leu Glu Cys Pro Pro Ala Pro lie Asn Gly Thr 
145 150 155 160 

Pro Gly Pro Pro Leu Asp Phe Leu Glu Arg Phe Pro Ala Ser Thr Phe 

165 170 175 

Phe Trp Ala Leu Thr Ala Leu Leu Val Ala Ser Ala Ala Ala Phe Gin 

180 185 190 

Gly Leu Leu Leu Leu Leu Pro Pro Pro Pro Ser Val Pro Thr Gly Glu 

195 200 205 

Leu Gly Ser Gly Leu Gin Val Gly Ala Pro Gly Ala Glu Glu Glu Val 

2io 215 220 

Glu Glu Ser Ser Pro Leu Gin Glu Pro Pro Ser Gin Ala Ala Gly Thr 
225 230 235 240 

Thr Pro Gly Pro Asp Pro Lys Ala Tyr Gin Leu Leu Ser Ala Arg Ser 

245 250 255 

Ala Cys Leu Leu Gly Leu Leu Ala Ala Thr Asn Ala Leu Thr Asn Gly 

260 265 270 

Val Leu Pro Ala Val Gin Ser Phe Ser Cys Leu Pro Tyr Gly Arg Leu 

275 280 285 

Ala Tyr His Leu Ala Val Val Leu Gly Ser Ala Ala Asn Pro Leu Ala 

290 295 300 

Cys Phe Leu Ala Met Gly Val Leu Cys Arg Ser Leu Ala Gly Leu Gly 
305 310 315 320 
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Gly Leu Ser Leu Leu Gly Val Phe Cys Gly Gly Tyr Leu Met Ala Leu 

325 330 335 

Ala Val Leu Ser Pro Cys Pro Pro Leu Val Gly Thr Ser Ala Gly Val 

340 345 350 

Val Leu Val Val Leu Ser Trp Val Leu Cys Leu Gly Val Phe Ser Tyr 

355 360 365 

Val Lys Val Ala Ala Ser Ser Leu Leu His Gly Gly Gly Arg Pro Ala 

370 375 380 

Leu Leu Ala Ala Gly Val Ala He Gin Val Gly Ser Leu Leu Gly Ala 
385 390 395 400 

Val Ala Met Phe Pro Pro Thr Ser lie Tyr His Val Phe His Ser Arg 

405 410 415 

Lys Asp Cys Ala Asp Pro Cys Asp Ser 
420 425 

[0 0 6 7] 

<210> 7 
<211> 149 
<212> PRT 

<213> Homo sapience 
<400> 7 

Met Glu Thr Leu Tyr Arg Val Pro Phe Leu Val Leu Glu Cys Pro Asn 

15 10 15 

Leu Lys Leu Lys Lys Pro Pro Trp Leu His Met Pro Ser Ala Met Thr 

20 25 30 

Val Tyr Ala Leu Val Val Val Ser Tyr Phe Leu He Thr Gly Gly lie 

35 40 45 

lie Tyr Asp Val He Val Glu Pro Pro Ser Val Gly Ser Met Thr Asp 

50 55 60 

Glu His Gly His Gin Arg Pro Val Ala Phe Leu Ala Tyr Arg Val Asn 
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65 70 75 80 

Gly Gin Tyr He Met Glu Gly Leu Ala Ser Ser Phe Leu Phe Thr Met 

85 90 95 

Gly Gly Leu Gly Phe lie He Leu Asp Arg Ser Asn Ala Pro Asn lie 

100 105 HO 

Pro Lys Leu Asn Arg Phe Leu Leu Leu Phe He Gly Phe Val Cys Val 

115 120 125 

Leu Leu Ser Phe Phe Met Ala Arg Val Phe Met Arg Met Lys Leu Pro 

130 135 140 

Gly Tyr Leu Met Gly 
145 

[0 0 6 8] 
<210> 8 
<211> 396 
<212> PRT 

<213> Homo sapience 
<400> 8 

Met Ala Met He Glu Leu Gly Phe Gly Arg Gin Asn Phe His Pro Leu 

15 10 15 

Lys Arg Lys Ser Ser Leu Leu Leu Lys Leu lie Ala Val Val Phe Ala 

20 25 30 

Val Leu Leu Phe Cys Glu Phe Leu He Tyr Tyr Leu Ala He Phe Gin 

35 40 45 

Cys Asn Trp Pro Glu Val Lys Thr Thr Ala Ser Asp Gly Glu Gin Thr 

50 55 60 

Thr Arg Glu Pro Val Leu Lys Ala Met Phe Leu Ala Asp Thr His Leu 
65 70 75 80 

Leu Gly Glu Phe Leu Gly His Trp Leu Asp Lys Leu Arg Arg Glu Trp 
85 90 95 
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# 

Gin Met Glu Arg Ala Phe Gin Thr Ala Leu Trp Leu Leu Gin Pro Glu 

100 105 110 

Val Val Phe He Leu Gly Asp He Phe Asp Glu Gly Lys Trp Ser Thr 

115 120 125 

Pro Glu Ala Trp Ala Asp Asp Val Glu Arg Phe Gin Lys Met Phe Arg 

130 135 140 

His Pro Ser His Val Gin Leu Lys Val Val Ala Gly Asn His Asp He 
145 150 155 160 

Gly Phe His Tyr Glu Met Asn Thr Tyr Lys Val Glu Arg Phe Glu Lys 

165 170 175 

Val Phe Ser Ser Glu Arg Leu Phe Ser Trp Lys Gly He Asn Phe Val 

180 185 190 

Met Val Asn Ser Val Ala Leu Asn Gly Asp Gly Cys Gly He Cys Ser 

195 200 205 

Glu Thr Glu Ala Glu Leu He Glu Val Ser His Arg Leu Asn Cys Ser 

210 215 220 

Arg Glu Ala Arg Gly Ser Ser Arg Cys Gly Pro Gly Pro Leu Leu Pro 
225 230 235 240 

Thr Ser Ala Pro Val Leu Leu Gin His Tyr Pro Leu Tyr Arg Arg Ser 

245 250 255 

Asp Ala Asn Cys Ser Gly Glu Asp Ala Ala Pro Ala Glu Glu Arg Asp 

260 265 270 

He Pro Phe Lys Glu Asn Tyr Asp Val Leu Ser Arg Glu Ala Ser Gin 

275 280 285 

Lys Leu Leu Trp Trp Leu Gin Pro Arg Leu Val Leu Ser Gly His Thr 

290 295 300 

His Ser Ala Cys Glu Val His His Gly Gly Arg Val Pro Glu Leu Ser 
305 310 315 320 

Val Pro Ser Phe Ser Trp Arg Asn Arg Asn Asn Pro Ser Phe He Met 
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325 330 335 

Gly Ser lie Thr Pro Thr Asp Tyr Thr Leu Ser Lys Cys Tyr Leu Pro 

340 345 350 

Arg Glu Asp Val Val Leu lie He Tyr Cys Gly Val Val Gly Phe Leu 

355 360 365 

Val Val Leu Thr Leu Thr His Phe Gly Leu Leu Ala Ser Pro Phe Leu 

370 375 380 

Ser Gly Leu Asn Leu Leu Gly Lys Arg Lys Thr Arg 
385 390 395 

[0 0 6 9] 
<210> 9 
<211> 350 
<212> PRT 

<213> Homo sapience 
<400> 9 

Met He Arg Gin Glu Arg Ser Thr Ser Tyr Gin Glu Leu Ser Glu Glu 

15 10 15 

Leu Val Gin Val Val Glu Asn Ser Glu Leu Ala Asp Glu Gin Asp Lys 

20 25 30 

Glu Thr Val Arg Val Gin Gly Pro Gly He Leu Pro Gly Leu Asp Ser 

35 40 45 

Glu Ser Ala Ser Ser Ser He Arg Phe Ser Lys Ala Cys Leu Lys Asn 

50 55 60 

Val Phe Ser Val Leu Leu He Phe lie Tyr Leu Leu Leu Met Ala Val 
65 70 75 80 

Ala Val Phe Leu Val Tyr Arg Thr lie Thr Asp Phe Arg Glu Lys Leu 

85 90 95 

Lys His Pro Val Met Ser Val Ser Tyr Lys Glu Val Asp Arg Tyr Asp 
100 105 HO 
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Ala Pro Gly He Ala Leu Tyr Pro Gly Gin Ala Gin Leu Leu Ser Cys 

115 120 125 

Lys His His Tyr Glu Val He Pro Pro Leu Thr Ser Pro Gly Gin Pro 

130 135 140 

Gly Asp Met Asn Cys Thr Thr Gin Arg He Asn Tyr Thr Asp Pro Phe 
145 150 155 160 

Ser Asn Gin Thr Val Lys Ser Ala Leu He Val Gin Gly Pro Arg Glu 

165 170 175 

Val Lys Lys Arg Glu Leu Val Phe Leu Gin Phe Arg Leu Asn Lys Ser 

180 185 190 

Ser Glu Asp Phe Ser Ala He Asp Tyr Leu Leu Phe Ser Ser Phe Gin 

195 200 205 

Glu Phe Leu Gin Ser Pro Asn Arg Val Gly Phe Met Gin Ala Cys Glu 

210 215 220 

Ser Ala Tyr Ser Ser Trp Lys Phe Ser Gly Gly Phe Arg Thr Trp Val 
225 230 235 240 

Lys Met Ser Leu Val Lys Thr Lys Glu Glu Asp Gly Arg Glu Ala Val 

245 250 255 

Glu Phe Arg Gin Glu Thr Ser Val Val Asn Tyr He Asp Gin Arg Pro 

260 265 270 

Ala Ala Lys Lys Ser Ala Gin Leu Phe Phe Val Val Phe Glu Trp Lys 

275 280 285 

Asp Pro Phe He Gin Lys Val Gin Asp He Val Thr Ala Asn Pro Trp 

290 295 300 

Asn Thr He Ala Leu Leu Cys Gly Ala Phe Leu Ala Leu Phe Lys Ala 
305 310 315 320 

Ala Glu Phe Ala Lys Leu Ser He Lys Trp Met He Lys He Arg Lys 

325 330 335 

Arg Tyr Leu Lys Arg Arg Gly Gin Ala Thr Ser His He Ser 
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340 345 350 

[0 0 7 0] 
<210> 10 
<211> 153 
<212> PRT 

<213> Homo sapience 
<400> 10 

Met Thr He His He Leu lie Leu Leu Leu Leu Leu Ala Phe Ser Ala 

1 5 10 I 5 

Gin Gly Asp Leu Asp Thr Ala Ala Arg Arg Gly Gin His Gin Val Pro 

20 25 30 

Gin His Arg Gly His Val Cys Tyr Leu Gly Val Cys Arg Thr His Arg 

35 40 45 

Leu Ala Glu lie lie Tyr Tr P He Arg Cys Leu His Gin Gly Ala Leu 

50 55 60 

Gly Glu Gly Gin Pro Arg Ala Pro Gly Pro Leu Gin Leu Trp Ala Pro 
65 70 75 80 

pro Val Ala Arg Gly Gly Ser Pro Ala Arg Phe Pro Gly Phe Arg Pro 

85 90 95 

Ala Ala Arg Gly Leu Ala Gin Cys Pro Ala Arg Trp Val Thr Ser Gly 

100 105 11° 

Thr Ala Arg Pro Leu Leu Gly Phe Ser Leu Pro He Cys Met Leu Glu 

115 120 " 125 

Leu Leu Leu His lie Ser Ser Pro Leu Thr Pro Ala Pro Glu Thr Val 

130 135 140 

Phe Pro Ser Pro Ser Pro Gly Cys Asp 
145 150 
[0 0 7 1] 
<210> 11 



4 0 11-3089731 





11-069811 



<211> 1176 
<212> DNA 

<213> Homo sapience 
<400> 11 

atggagggag tgagcgcgct gctggcccgc tgccccacgg ccggcctggc cggcggcctg 60 

ggggt cacgg cgtgcgccgc ggccggcgtg ttgctctacc ggatcgcgcg gaggatgaag 120 

ccaacgcaca cgatggtcaa ctgctggttc tgcaaccagg atacgctggt gccctatggg 180 

aaccgcaact gctgggactg tccccactgc gagcagtaca acggcttcca ggagaacggc 240 

gactacaaca agccgatccc cgcccagtac ttggagcacc tgaaccacgt ggtgagcagc 300 

gcgcccagcc tgcgcgaccc ttcgcagccg cagcagtggg tgagcagcca agtcctgctg 360 

tgcaagaggt gcaaccacca ccagaccacc aagatcaagc agctggccgc cttcgctccc 420 

cgcgaggagg gcaggtatga cgaggaggtc gaggtgtacc ggcatcacct ggagcagatg 480 

tacaagctgt gccggccgtg ccaagcggct gtggagtact acatcaagca ccagaaccgc 540 

cagctgcgcg ccctgttgct cagccaccag ttcaagcgcc gggaggccga ccagacccac 600 

gcacagaact tctcctccgc cgtgaagtcc ccggtccagg tcatcctgct ccgtgccctc 660 

gccttcctgg cctgcgcctt cctactgacc accgcgctgt atggggccag cggacacttc 720 

gccccaggca ccactgtgcc cctggccctg ccacctggtg gcaatggctc agccacacct 780 

gacaatggca ccacccctgg ggccgagggc tggcggcagt tgctgggcct actccccgag 840 

cacatggcgg agaagctgtg tgaggcctgg gcctttgggc agagccacca gacgggcgtc 900 

gtggcactgg gcctactcac ctgcctgctg gcaatgctgc tggctggccg catcaggctc 960 

cggaggatcg atgccttctg cacctgcctg tgggccctgc tgctggggct gcacctggct 1020 

gagcagcacc tgcaggccgc ctcgcctagc tggctagaca cgctcaagtt cagcaccaca 1080 

tctttgtgct gcctggttgg cttcacggcg gctgtggcca caaggaaggc aacgggccca 1140 

cggaggttcc ggccccgaag gtcagagaag cagcca 1176 
<210> 12 
<211> 1491 
<212> DNA 

<213> Homo sapience 
<400> 12 
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atggcgctgt ggcgcggctc cgcgtacgcg ggcttcctgg cgctggccgt gggctgcgtc 
ttcctgctgg agccagagct gccaggctcg gcgctgcgct ctctctggag ctcgctgtgt 
ctggggcccg cgcctgcgcc cccgggaccc gtctcccccg agggccggtt ggcggcagcc 
tgggacgcgc ttatcgtgcg gccagtccgg cgctggcgcc gcgtggcagt gggagtcaat 
gcatgtgttg atgtggtgct ctcaggggtg aagctcttgc aggcacttgg ccttagtcct 
gggaatggga aagatcacag cattctgcat tcaaggaatg atctggaaga agccttcatt 
cacttcatgt ggaagggagc agctgctgag cgcttcttca gtgataagga aacttttcac 
gacattgccc aggttgcgtc agagttccca ggagcccagc actatgtagg aggaaatgca 
gctttaattg gacagaaatt tgcagccaac tcagatttaa aggttcttct ttgcggtcca 
gttggcccaa ggctacatga gcttcttgat gacaatgtct ttgttccacc agagtcattg 
caggaagtgg atgagttcca cctcatttta gagtatcaag caggggagga gtggggccag 
ttaaaagctc cccatgccaa ccgattcatc ttctctcacg acctctccaa cggggccatg 
aatatgctgg aggtgtttgt gtctagcctg gaggagtttc agccagacct ggtggtcctc 
tctggattgc acatgatgga gggacaaagc aaggagctcc agaggaagag actcttggag 
gttgtaacct ccatttctga catccccact ggtattccag ttcacctaga gctggccagt 
atgactaaca gggagctcat gagcagcatt gtccatcagc aggtctttcc cgcggtgact 
tcccttgggc tgaatgaaca ggagctgtta tttctcaccc agtcagcctc tggacctcac 
tcttctctct cttcctggaa cggtgttcct gatgtgggca tggtcagtga catcctcttc 
tggatcttga aagaacatgg gaggagtaaa agcagagcct cggatctcac caggatccat 
ttccacacgc tggtctacca catcctggca actgtggatg gacactgggc caaccagctg 
gcagccgtgg ctgcaggagc tcgtgtggct gggacacagg cctgcgccac agaaaccata 
gacaccagcc gagtgtctct gagggcaccc caagagttca tgacttccca ttcggaggca 
ggctccagga ttgtattaaa cccaaacaag ccagtagtag aatggcacag agagggaata 
tccttccact tcacaccagt attggtgtgt aaagacccca ttcgaactgt aggccttgga 
gatgccattt cagccgaagg actcttctat tcggaagta caccctcacta t 

[0 0 7 2] 
<210> 13 
<211> 1251 
<212> DNA 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1491 
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<213> Homo sapience 
<400> 13 

atgctggtgc atttatttcg ggtcgggatt cggggtggcc cattcccagg caggctgcta 60 

ccgcccctcc gcttccagac attctcagct gtcaggtact ctgatggcta ccgcagctcc 120 

tccctcctcc gggccgtggc ccacctgcgg tcccagctct gggcccacct ccctcgagcc 180 

cccctagctc ccagatggag cccctctgcc tggtgctggg ttgggggagc cctgctaggc 240 

cccatggtac tgagtaagca tccccacctc tgccttgtgg ccctgtgtga ggcagaagag 300 

gcccctcctg ccagctccac accccatgtc gtggggtctc gctttaactg gaagctcttc 360 

tggcagtttc tgcaccccca cctgctggtc ctgggggtag ccgtcgtgct ggccttgggt 420 

gcggcactcg tgaatgtaca gatccccctg ctcctgggcc agctggtaga ggtcgtggcc 480 

aagtacacaa gggaccacgt agggagtttc atgactgagt cccagaatct cagcacccac 540 

ctgcttatcc tctatggtgt ccagggactg ctgaccttcg ggtacctggt gctgctgtcc 600 

cacgttggcg agcgcatggc tgtggacatg cggagggccc tcttcagctc cctgctccgg 660 

tactgccagc cgcagggtgc agagttggga caagacatca ccttctttga cgccaataag 720 

acagggcagc tggtgagccg cttgacaact gacgtgcagg agtttaagtc atccttcaag 780 

cttgtcatct cccaggggct gcgaagctgc acccaggtgg caggctgcct ggtgtccctg 840 

tccatgctgt cgacacgcct cacgctgctg ctgatggtgg ccacaccagc cctgatggga 900 

gtgggcaccc tgatgggctc aggcctccga aaattgtctt gccagtgtca ggagcagatc 960 

gccagggcaa tgggcgtagc agacgaggcc ctgggcaatg tgcggactgt gcgtgccttc 1020 

gccatggagc aacgggaaga ggagcgctat ggggcagagc tggaagcctg ccgctgccgg 1080 

gcagaggagc tgggccgcgg catcgccttg ttccaagggc tttccaacat cgccttcaac 1140 

tgcatggtct tgggtaccct atttattggg ggctcccttg tggccggaca gcagctgaca 1200 

gggggagacc tcatgtcctt cctggtggcc tcccagacag tgcaaaggct g 1251 

[0 0 7 3] 
<210> 14 
<211> 1947 
<212> DNA 

<213> Homo sapience 
<400> 14 
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atgattccta 
gccgtgttgg 
gctaagttag 
tttgtctttg 
gcagacctcc 
agagaaagta 
ctgggagcag 
gtatttgaca 
cataaggaca 
atgaccctgc 
acgggcccgc 
gtgagggccg 
tggtggctgt 
tggagggtaa 
ctgtgctctg 
atcccatttc 
gtcctctacc 
agcaaacata 
aacacgctga 
agtgctctgt 
gctgataaag 
cccaagtatg 
caggaagctg 
tggatgaatc 
taccggacag 
ctgtatgcag 
ctgaaaccag 
aatttagccc 
tctctcatgt 



accagcataa 
acactgattt 
tagtgggatc 
atgactcaga 
tgtgtgccct 
acaaggaggg 
tggccatgct 
tcttggtgat 
agtcattaga 
tcacctctgg 
cggccttcac 
taaactacaa 
gttttgattg 
ttgcacttgc 
aagacggcca 
tccccgcgag 
tccccagcat 
ccaagaaaaa 
gatgtgtgct 
ctgtgtgtcc 
gcaaccagac 
ttcatgccat 
aggagctgct 
taggcatagt 
caattaaaca 
atctcaatcg 
agcacagcct 
aagctgaagc 
tctcgttggc 



tgctggagcc 
ggatcacatt 
ggttgccatt 
agctattgtt 
gttcttcttg 
agcgcattct 
gtgcaaagag 
aggcaaattc 
gaatctcggc 
aggggctggg 
cgaggtggac 
ttactactat 
gtcaatgggc 
agcactctgg 
caagagaagg 
taacctgttc 
tgggtactgt 
gaaactcatt 
gcgcagcggc 
cctcaatgct 
agctgccatc 
gaataatctt 
gtctttggct 
gcagaatagc 
cagaaggaaa 
ccacgtggat 
ggcctggaac 
agttggaaga 
aaacgtgctg 



gggagccacc 
cttccatctt 
gtgtgttttg 
aacaataagg 
ttatctttcc 
tccaccttct 
caagggatca 
aatgttctgg 
atgctcagga 
atgctctacg 
aacccggcct 
tcattgaatg 
tgcatccccc 
ttctgcctaa 
atccttactc 
ttccgagtgg 
gtgctgctga 
gccgctgtcg 
gagtggcgga 
aaggttcact 
agatactacc 
ggaaatatct 
gttcaaatac 
ctgaaacggt 
tacccagact 
gccttgaatg 
aacatgatta 
gaggcactgg 
gggaaatccc 



aacctgcagt 
ctgttcttcc 
cacgcagcta 
ttgctggtgt 
ttggctactg 
gggtgctgct 
ctgtgctggg 
aaattgtcca 
acgggggcct 
tgcgctggag 
cctttgctga 
cctggctgct 
tcattaagtc 
ttggcctgat 
tgggcctggg 
gcttcgtggt 
cttttggatt 
tgctgggaat 
gtgaggaaca 
acaacattgg 
gggaagctgt 
taaaagaaag 
agccagactt 
ttgaagcagc 
gttactacaa 
cgtggagaaa 
tactcctcga 
aattaatacc 
agaaatacaa 



tttcagaatg 60 

tccattctgg 120 

tgatggagac 180 

tgtcggccgt 240 

taaagcattt 300 

gagtatcttt 360 

tttaaatgcg 420 

gaaggtacta 480 

cctcttcaga 540 

gatcatgggc 600 

cagcatgctg 660 

gctgtgtccc 720 

catcagcgac 780 

atgccaagcc 840 

atttctcgtt 900 

cgcggagcgt 960 

cggagccctg 1020 

cttattcatc 1080 

gcttttcaga 1140 

caaaaacctg 1200 

aagattaaat 1260 

gaatgagcta 1320 

tgccgctgcg 1380 

agagcaaagt 1440 

cctcgggcgt 1500 

tgccaccgtg 1560 

caatacaggt 1620 

taatgatcac 1680 

ggaatctgaa 1740 



4 4 
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gctttattcc tcaaggcaat taaagcaaat ccaaatgctg caagttacca tggtaatttg 1800 
gctgtgcttt atcatcgttg gggacatcta gacttggcca agaaacacta tgaaatctcc I860 
ttgcagcttg accccacggc atcaggaact aaggagaatt acggtctgct gagaagaaag 1920 
ctagaactaa tgcaaaagaa agctgtc 1947 

[0 0 7 4] 
<210> 15 
<211> 279 
<212> DNA 

<213> Homo sapience 
<400> 15 

atgatccatc tgggtcacat cctcttcctg cttttgctcc cagtggctgc agctcagacg 60 
actccaggag agagatcatc actccctgcc ttttaccctg gcacttcagg ctcttgttcc 120 
ggatgtgggt ccctctctct gccgctcctg gcaggcctcg tggctgctga tgcggtggca 180 
tcgctgctca tcgtgggggc ggtgttcctg tgcgcacgcc cacgccgcag ccccgcccaa 240 
gaagatggca aagtctacat caacatgcca ggcaggggc 279 

[0 0 7 5] 
<210> 16 
<211> 1275 
<212> DNA 

<213> Homo sapience 
<400> 16 

atgggctcct gggctgcggt caatgggatc tgggtggagc tacctgtggt ggtcaaagag 60 
cttccagagg gttggagcct cccctcttac gtctctgtgc ttgtggctct ggggaacctg 120 
ggtctgctgg tggtgaccct ctggaggagg ctggccccag gaaaggacga gcaggtcccc 180 
atccgggtgg tgcaggtgct gggcatggtg ggcacagccc tgctggcctc tctgtggcac 240 
catgtggccc cagtggcagg acagttgcat tctgtggcct tcttagcact ggcctttgtg 300 
ctggcactgg catgctgtgc ctcgaatgtc actttcctgc ccttcttgag ccacctgcca 360 
cctcgcttct tacggtcatt cttcctgggt caaggcctga gtgccctgct gccctgcgtg 420 
ctggccctag tgcagggtgt gggccgcctc gagtgcccgc cagcccccat caacggcacc 480 
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cctggccccc cgctcgactt ccttgagcgt tttcccgcca 
actgcccttc tggtcgcttc agctgctgcc ttccagggtc 
ccaccatctg tacccacagg ggagttagga tcaggcctcc 
gaggaagagg tggaagagtc ctcaccactg caagagccac 
acccctggtc cagaccctaa ggcctatcag cttctatcag 
ggcctgttgg ccgccaccaa cgcgctgacc aatggcgtgc 
tcctgcttac cctacgggcg tctggcctac cacctggctg 
aatcccctgg cctgcttcct ggccatgggt gtgctgtgca 
ggcctctctc tgctgggcgt gttctgtggg ggctacctga 
ccctgcccgc ccctggtggg cacctcggcg ggggtggtcc 
ctgtgtcttg gcgtgttctc ctacgtgaag gtggcagcca 
ggccggccgg cattgctggc agccggcgtg gccatccagg 
gttgctatgt tccccccgac cagcatctat cacgtgttcc 
gacccctgtg actcc 
[0 0 7 6] 

<210> 17 

<211> 447 

<212> DNA 

<213> Homo sapience 
<400> 17 

atggagactt tgtaccgtgt cccgttctta gtgctcgaat 
aagccgccct ggttgcacat gccgtcggcc atgactgtgt 
tacttcctca tcaccggagg aataatttat gatgttattg 
tctatgactg atgaacatgg gcatcagagg ccagtagctt 
ggacaatata ttatggaagg acttgcatcc agcttcctat 
ttcataatcc tggaccgatc gaatgcacca aatatcccaa 
ctgttcattg gattcgtctg tgtcctattg agttttttca 
atgaaactgc cgggctatct gatgggt 
[0 0 7 7] 



gcaccttctt ctgggcactg 
ttctgctgct gttgccgcca 
aggtgggagc cccaggagca 
caagccaggc agcaggcacc 
cccgcagtgc ctgcctgctg 
tgcctgccgt gcagagcttt 
tggtgctggg cagtgctgcc 
ggtccttggc agggctgggc 
tggcgctggc agtcctgagc 
tcgtggtgct gtcgtgggtg 
gctccctgct gcatggcggg 
tgggctctct gctcggcgct 
acagcagaaa ggactgtgca 



gtcccaacct 
atgctctggt 
ttgaacctcc 
tcttggccta 
ttacaatggg 
aactcaatag 
tggctagagt 



gaagctgaag 
ggtggtgtct 
aagtgtcggt 
cagagtaaat 
aggtttaggt 
attccttctt 
attcatgaga 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1275 



60 
120 
180 
240 
300 
360 
420 
447 
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<210> 18 
<211> 1188 
<212> DNA 

<213> Homo sapience 
<400> 18 

atggcgatga tcgaattggg gtttggaaga cagaattttc atccattaaa gaggaagagt 60 

tcattgctgt tgaaactcat agctgttgtc tttgctgtgc ttctattttg tgaattttta 120 

atctattact tagcgatctt tcagtgtaat tggcctgaag tgaaaaccac agcctctgat 180 

ggtgaacaga ccacacgtga gcctgtgctc aaagccatgt ttttggctga cacccatttg 240 

cttggggaat tcctaggcca ctggctggac aaattacgaa gggaatggca gatggagaga 300 

gcgttccaga cagctctgtg gttgctgcag ccggaagtcg tcttcatcct gggggatatc 360 

tttgatgaag ggaagtggag cacccctgag gcctgggcgg atgatgtgga gcggtttcag 420 

aaaatgttca gacacccaag tcatgtacag ctgaaggtag ttgctggaaa ccatgacatt 480 

ggcttccatt atgagatgaa cacatacaaa gtagaacgct ttgagaaagt gttcagctct 540 

gaaagactgt tttcttggaa aggcattaac tttgtgatgg tcaacagcgt ggcgctgaac 600 

ggggatggct gtggcatctg ctctgaaaca gaagcagagc tcattgaagt ttctcacaga 660 

ctgaactgct cccgagaggc acgtggctcc agccggtgtg gacctgggcc tctgctgccc 720 

acgtctgccc ctgtcctcct gcagcattat cctctgtatc ggagaagtga tgctaactgt 780 

tctggggaag acgctgctcc tgcagaggaa agggacatcc catttaagga gaactatgac 840 

gtgctttcac gggaggcatc acaaaagctg ctgtggtggc tccagccgcg cctggttctc 900 

agtggccaca cgcacagcgc ctgcgaggtg caccacgggg gccgagtccc cgagctcagc 960 

gtcccatctt tcagttggag gaacagaaac aaccccagtt tcatcatggg tagcatcacg 1020 

cccacagact acaccctctc caagtgctac ctcccacgtg aggatgtggt tttgatcatc 1080 

tactgtggag tggtgggctt ccttgtggtc ctcacactca ctcactttgg gcttctagcc 1140 

tcaccttttc tttctggttt gaacttgctc ggaaagcgta agacaaga 1188 

[0 0 7 8] 
<210> 19 
<211> 1050 
<212> DNA 
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<213> Homo sapience 
<400> 19 

atgatccggc aggagcgctc cacatcctac caggagctga gtgaggagtt ggtccaggtg 
gttgagaact cagagctggc agacgagcag gacaaggaga cggtcagagt ccaaggtccg 
ggtatcttac caggcctgga cagcgagtcc gcctccagca gcatccgctt cagcaaggcc 
tgcctgaaga acgtcttctc ggtcctactc atcttcatct acctgctgct catggctgtg 
gccgtcttcc tggtctaccg gaccatcaca gactttcgtg agaaactcaa gcaccctgtc 
atgtctgtgt cttacaagga agtggatcgc tatgatgccc caggtattgc cttgtacccc 
ggtcaggccc agttgctcag ctgtaagcac cattacgagg tcattcctcc tctgacaagc 
cctggccagc cgggtgacat gaattgcacc acccagagga tcaactacac ggaccccttc 
tccaatcaga ctgtgaaatc tgccctgatt gtccaggggc cccgggaagt gaaaaagcgg 
gagctggtct tcctccagtt ccgcctgaac aagagtagtg aggacttcag cgccattgat 
tacctcctct tctcttcttt ccaggagttc ctgcaaagcc caaacagggt aggcttcatg 
caggcctgtg agagtgccta ttccagctgg aagttctctg ggggcttccg cacctgggtc 
aagatgtcac tggtaaagac caaggaggag gatgggcggg aagcagtgga gttccggcag 
gagacaagtg tggttaacta cattgaccag aggccagctg ccaaaaaaag tgctcaattg 
ttttttgtgg tctttgaatg gaaagatcct ttcatccaga aagtccaaga tatagtcact 
gccaatcctt ggaacacaat tgctcttctc tgtggcgcct tcttggcatt atttaaagca 
gcagagtttg ccaaactgag tataaaatgg atgatcaaaa ttagaaagag ataccttaaa 
agaagaggtc aggcaacgag ccacataagc 

[0 0 7 9] 
<210> 20 
<211> 459 
<212> DNA 

<213> Homo sapience 
<400> 20 

atgactatcc acatcctcat cctgctgttg ctcctcgcct tctccgccca aggggacctg 
gacactgcag ccaggcgagg ccagcaccag gtcccccagc accgcgggca cgtctgctac 
ctgggcgtat gccggaccca ccgcctggcg gagatcatat actggattcg ctgtctccac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1050 



60 
120 
180 
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caaggagccc tcggggaagg ccagccacga gccccaggac ccctacagct atgggcgccg 240 
ccggtggcgc gaggcggaag cccggctcgg ttcccaggat tccggcctgc agcgaggggg 300 
ctagcgcagt gcccagctcg ctgggtgacc tcgggcacgg ctcgtcccct cctcggcttc 360 
agtttgccta tctgtatgtt ggagcttcta ctccacattt cttctcccct aactccagcc 420 
cctgaaaccg tcttccccag tccctccccg ggctgcgac 459 

[0 0 8 0] 
<210> 21 
<211> 4027 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (192)... (1370) 
<400> 21 

gcccgctaca aagcggcgaa ggtcacggcg cgaggaggcg cgcgtcgccg ccccgcgtcc 60 
cgcctgcggc ccgcgccccc ggcgtcaccg cctcctgccc gcctgcccgc ctgcccgcct 120 
gcccgcctac ccgcctaccc gcctacccgc ctacccccct gccggcctgc cgtccttcca 180 
cgcggagagc c atg gag gga gtg age gcg ctg ctg gec cgc tgc ccc acg 230 
Met Glu Gly Val Ser Ala Leu Leu Ala Arg Cys Pro Thr 
1 5 10 

gec ggc ctg gec ggc ggc ctg ggg gtc acg gcg tgc gec gcg gec ggc 278 
Ala Gly Leu Ala Gly Gly Leu Gly Val Thr Ala Cys Ala Ala Ala Gly 

15 20 25 

gtg ttg etc tac egg ate gcg egg agg atg aag cca acg cac acg atg 326 
Val Leu Leu Tyr Arg He Ala Arg Arg Met Lys Pro Thr His Thr Met 
30 35 40 45 

gtc aac tgc tgg ttc tgc aac cag gat acg ctg gtg ccc tat ggg aac 374 
Val Asn Cys Trp Phe Cys Asn Gin Asp Thr Leu Val Pro Tyr Gly Asn 
50 55 60 
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cgc aac tgc tgg gac tgt ccc cac tgc gag cag tac aac ggc ttc cag 422 
Arg Asn Cys Trp Asp Cys Pro His Cys Glu Gin Tyr Asn Gly Phe Gin 

65 70 75 

gag aac ggc gac tac aac aag ccg ate ccc gec cag tac ttg gag cac 
Glu Asn Gly Asp Tyr Asn Lys Pro He Pro Ala Gin Tyr Leu Glu His 

80 85 90 

ctg aac cac gtg gtg age age gcg ccc age ctg cgc gac cct teg cag 
Leu Asn His Val Val Ser Ser Ala Pro Ser Leu Arg Asp Pro Ser Gin 

95 100 105 

ccg cag cag tgg gtg age age caa gtc ctg ctg tgc aag agg tgc aac 566 
Pro Gin Gin Trp Val Ser Ser Gin Val Leu Leu Cys Lys Arg Cys Asn 
110 115 120 125 

cac cac cag ace ace aag ate aag cag ctg gee gee ttc get ccc cgc 614 
His His Gin Thr Thr Lys lie Lys Gin Leu Ala Ala Phe Ala Pro Arg 

130 135 140 

gag gag ggc agg tat gac gag gag gtc gag gtg tac egg cat cac ctg 662 
Glu Glu Gly Arg Tyr Asp Glu Glu Val Glu Val Tyr Arg His His Leu 

145 150 155 

gag cag atg tac aag ctg tgc egg ccg tgc caa gcg get gtg gag tac 710 
Glu Gin Met Tyr Lys Leu Cys Arg Pro Cys Gin Ala Ala Val Glu Tyr 

160 165 170 

tac ate aag cac cag aac cgc cag ctg cgc gec ctg ttg etc age cac 758 
Tyr He Lys His Gin Asn Arg Gin Leu Arg Ala Leu Leu Leu Ser His 

175 180 185 

cag ttc aag cgc egg gag gee gac cag acc cac gca cag aac ttc tec 806 
Gin Phe Lys Arg Arg Glu Ala Asp Gin Thr His Ala Gin Asn Phe Ser 
190 195 200 205 

tec gee gtg aag tec ccg gtc cag gtc ate ctg etc cgt gec etc gee 854 
Ser Ala Val Lys Ser Pro Val Gin Val He Leu Leu Arg Ala Leu Ala 
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210 215 220 

ttc ctg gcc tgc gcc ttc eta ctg acc acc gcg ctg tat ggg gec age 902 

Phe Leu Ala Cys Ala Phe Leu Leu Thr Thr Ala Leu Tyr Gly Ala Ser 

225 230 235 

gga cac ttc gcc cca ggc acc act gtg ccc ctg gcc ctg cca cct ggt 950 

Gly His Phe Ala Pro Gly Thr Thr Val Pro Leu Ala Leu Pro Pro Gly 

240 245 250 

ggc aat ggc tea gcc aca cct gac aat ggc acc acc cct ggg gcc gag 998 

Gly Asn Gly Ser Ala Thr Pro Asp Asn Gly Thr Thr Pro Gly Ala GIu 

255 260 265 

ggc tgg egg cag ttg ctg ggc eta etc ccc gag cac atg gcg gag aag 1046 

Gly Trp Arg Gin Leu Leu Gly Leu Leu Pro Glu His Met Ala Glu Lys 
270 275 280 285 

ctg tgt gag gcc tgg gcc ttt ggg cag age cac cag acg ggc gtc gtg 1094 

Leu Cys Glu Ala Trp Ala Phe Gly Gin Ser His Gin Thr Gly Val Val 

290 295 300 

gca ctg ggc eta etc acc tgc ctg ctg gca atg ctg ctg get ggc cgc 1142 

Ala Leu Gly Leu Leu Thr Cys Leu Leu Ala Met Leu Leu Ala Gly Arg 

305 310 315 

ate agg etc egg agg ate gat gcc ttc tgc acc tgc ctg tgg gcc ctg 1190 

He Arg Leu Arg Arg He Asp Ala Phe Cys Thr Cys Leu Trp Ala Leu 

320 325 330 

ctg ctg ggg ctg cac ctg get gag cag cac ctg cag gcc gcc teg cct 1238 

Leu Leu Gly Leu His Leu Ala Glu Gin His Leu Gin Ala Ala Ser Pro 

335 340 345 

age tgg eta gac acg etc aag ttc age acc aca tct ttg tgc tgc ctg 1286 

Ser Trp Leu Asp Thr Leu Lys Phe Ser Thr Thr Ser Leu Cys Cys Leu 
350 355 360 365 

gtt ggc ttc acg gcg get gtg gcc aca agg aag gca acg ggc cca egg 1334 
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Val Gly Phe Thr Ala Ala Val Ala Thr Arg Lys Ala Thr Gly Pro Arg 

370 375 380 

agg ttc egg ccc cga agg tea gag aag cag cca tgactgcggg ggg 
Arg Phe Arg Pro Arg Arg Ser Glu Lys Gin Pro 

385 390 
aggacacacg gatgetcagg cccaggcttt gccaggtccg aagcgggccc ctctctgtcc 
tgcctctttt cacctgctca cgccctccca cccccaccct acagccccag gtcctggccc 
agtccctcca ctgcctcgaa gagtcagtct gccctgcctt ttcctttegg gcaccaccag 
ccatccccga gtgccctgta gccactcacc actgctgcca cctctctggc caatggccct 
ttcactggcc tggtgactgg aatgtgggca gcgcccacac aggctctggc ccatggcttc 



1380 



1440 
1500 
1560 
1620 
1680 



ctactggcag ctccaggcac ccccctctca ccacgccgtt tgctggctct gacactgttg 1740 
ggtgagggtc ctggtcctgc tgtcttccct tctggcctct gcacaggggt ggtgacagtg 
gctacaggct gggcccctgg cgtgccctga ccgtgcagca gagtgaggct ggggcagcag 
agagccccag cctcacccct gaggagcacc tgtggtctgt ccccttggtc ctgcttatgg 
ctggaccggc ectgeaggag gtggtggagc cgtgaaggag gccgagctgc agctctggct 
getgettgge ctcctgctcc aagaccctcc cgagtccccg gaaatggaga gtgcagttct 
tgggcccagc ctggccttcg ccatgagttt ggggagegag accccacctg agacaggcag 
taggagectg tgetgacett ggggaatctg agcttttcca agggtaaggg geccagggta 
tgeaggcett cagtgacatc aggtcgttgt catcctttcc ctccctgacc tgtcacgagc 
etctgeaggt gcctgctcac catggcccag cgccactctg tcctccgact caggtgaggg 
ggcagcccac agacctgctc ctcagtagca gggcctggcc aggcccctgc tgttctcagc 
ctcagtttgc catctatgaa atgaggtgga cccctctcca tageccttgg gtgccagctc 
agtgggtgtg gggatcacat gaggtggctc atgaggacac actctggaag tcgaggggct 
gccacgtgca gaggaagttc ccggcctggg ggctttatcc aggggtccca gtcgagagtg 
gcccgaggcc gtccctcacc gggcatgttc cctctggctg cccactccct cagggcccac 
atgtcctgcc actcgccact ctgagcacga gttcaccttc cagatgtggc cagggtgtgc 
cagctcctct ctcctgtgcg ttggaacccc gggggaggca agagcagatc acaggtgeat 
gagggttaca cccgtcacct gggtctgccg ggatgggttg ggggggcagg tgccaggcct 
cactgctgtg aatctgccac gcctgggggt cctagaggct gccccacccc agtgattggg 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
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tagcagctca catcccaccc agcttcacaa gtgaggaacc caggtgcatc gggagaccct 2880 

cgggggcttc tgtggcctct gtgcccgatg acctgcgtgg cttcagacaa ggccccagcg 2940 

ttactgggct cagcttgttg ttctgtgtgg agcgtgaggt gagaaaaccc ctctgaaaag 3000 

atgtggtcgg ggccacgctt cccactggtt ctgcagtgag gagttggggc gggtgagcca 3060 

aagcggcccc ccatggtgtc tacctgaggg gcagggaacc gcctgcctgt gcactcacgc 3120 

caccccccag cccacaaaga gcccatctga gagaaggacg tggtggagcc aggacgggaa 3180 

agcgtcctgt cggctggcca tgctgttgct tgcgtctcga atcttcggtt ctcgaggaag 3240 

tgttgacagt gtgatgctaa tgtctgcttt tcttggcgtt gggtagaagc aggacatctg 3300 

tgtgtatgtg cgtatttaaa ttagattatt tataataacc agagccagcc ctcgcgctgg 3360 

ccaggatcct cctgccgagc tgatgtcgct cctgccctct gccggggtcc ggaagcgaca 3420 

tctcaggagg tagctctcag cagagtgagg attcctgcct ttcgtagagt tttgtgtgac 3480 

tttttaaatt attcatgtgt cccttaaaag tttcactacg tggagaaaat tccagcacca 3540 

agtgttgtgg caacagctga gagagtgcag gcaccactgt gttgtggctt gttgaccggg 3600 

aatgtgtcac ccctgccagg gaactcttct cctcgcgggg gacttgggat ggccatcaga 3660 

ccttctaggg tctggctggg gtaatcctag gtatgggtga ccgtccctga gacataagcg 3720 

aggtagattc agccatcctc accctcagac ttgaggtccc cacccaggcc aagccggccc 3780 

cccgtacccc ttgcctggga gcaaaccgcc aggacgcagc ctccacgccg cacctgccac 3840 

acccagccct gcccaggaag gaacacatga cccttctgtc tgtgactgtt gctgagtctc 3900 

tgtctcatgt cgtagaattg tggataattg tctagtgacc ctctcatcac tgtaaccatc 3960 

gcgcctggcc tagatgtcgt gttttggatg ctgtgttttc aataaatgcc tctggggccc 4020 

tgctttt 4027 

[0 0 8 1] 
<210> 22 
<211> 2495 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (30)... (1523) 
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<400> 22 

gttcgcgcag gtggggcgcc tgggtcccc atg gcg ctg tgg cgc ggc tec gcg 

Met Ala Leu Trp Arg Gly Ser Ala 
1 5 
tac gcg ggc ttc ctg gcg ctg gec gtg ggc tgc gtc ttc ctg ctg gag 
Tyr Ala Gly Phe Leu Ala Leu Ala Val Gly Cys Val Phe Leu Leu Glu 

10 15 20 

cca gag ctg cca ggc teg gcg ctg cgc tct etc tgg age teg ctg tgt 
Pro Glu Leu Pro Gly Ser Ala Leu Arg Ser Leu Trp Ser Ser Leu Cys 
25 30 35 40 

ctg ggg ccc gcg cct gcg ccc ccg gga ccc gtc tec ccc gag ggc egg 
Leu Gly Pro Ala Pro Ala Pro Pro Gly Pro Val Ser Pro Glu Gly Arg 

45 50 55 

ttg gcg gca gec tgg gac gcg ctt ate gtg egg cca gtc egg cgc tgg 
Leu Ala Ala Ala Trp Asp Ala Leu lie Val Arg Pro Val Arg Arg Trp 

60 65 70 

cgc cgc gtg gca gtg gga gtc aat gca tgt gtt gat gtg gtg etc tea 
Arg Arg Val Ala Val Gly Val Asn Ala Cys Val Asp Val Val Leu Ser 

75 80 85 

ggg gtg aag etc ttg cag gca ctt ggc ctt agt cct ggg aat ggg aaa 
Gly Val Lys Leu Leu Gin Ala Leu Gly Leu Ser Pro Gly Asn Gly Lys 

go 95 100 

gat cac age att ctg cat tea agg aat gat ctg gaa gaa gee ttc att 
Asp His Ser He Leu His Ser Arg Asn Asp Leu Glu Glu Ala Phe He 
105 HO H5 120 

cac ttc atg tgg aag gga gca get get gag cgc ttc ttc agt gat aag 
His Phe Met Trp Lys Gly Ala Ala Ala Glu Arg Phe Phe Ser Asp Lys 

125 130 135 

gaa act ttt cac gac att gee cag gtt gcg tea gag ttc cca gga gec 



53 



101 



149 



197 



245 



293 



341 



389 



437 



485 
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Glu Thr Phe His Asp He 
140 

cag cac tat gta gga gga 

Gin His Tyr Val Gly Gly 
155 

tea gat tta aag 

Ser Asp Leu Lys 
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Ala Gin Val Ala Ser Glu 
145 

get tta att gga 
Ala Leu He Gly 



gee aac 
Ala Asn 
170 
eta cat 
Leu His 
185 

cag gaa 
Gin Glu 

gag tgg 
Glu Trp 

cac gac 
His Asp 

age ctg 
Ser Leu 
250 
atg atg 
Met Met 
265 

gtt gta 
Val Val 



gag ctt 
Glu Leu 

gtg gat 
Val Asp 

ggc cag 
Gly Gin 
220 
etc tec 
Leu Ser 
235 

gag gag 
Glu Glu 



ctt gat 
Leu Asp 
190 
gag ttc 
Glu Phe 
205 

tta aaa 
Leu Lys 

aac ggg 
Asn Gly 

ttt cag 
Phe Gin 



gag gga caa age 
Glu Gly Gin Ser 

270 

acc tec att tct 
Thr Ser lie Ser 

285 



aat gca 
Asn Ala 
160 
gtt ctt 
Val Leu 
175 

gac aat 
Asp Asn 

cac etc 
His Leu 

get ccc 
Ala Pro 

gec atg 
Ala Met 
240 
cca gac 
Pro Asp 
255 

aag gag 
Lys Glu 

gac ate 
Asp He 



ctt tgc 
Leu Cys 

gtc ttt 
Val Phe 

att tta 
He Leu 
210 
cat gee 
His Ala 
225 

aat atg 
Asn Met 



ggt cca 
Gly Pro 
180 
gtt cca 
Val Pro 
195 

gag tat 
Glu Tyr 

aac cga 
Asn Arg 

ctg gag 
Leu Glu 



Phe Pro Gly Ala 
150 

cag aaa ttt gca 

Gin Lys Phe Ala 

165 

gtt ggc cca agg 

Val Gly Pro Arg 



ctg gtg gtc etc 
Leu Val Val Leu 

260 

etc cag agg aag 
Leu Gin Arg Lys 

275 

ccc act ggt att 
Pro Thr Gly lie 

290 



cca gag 
Pro Glu 

caa gca 
Gin Ala 

ttc ate 
Phe lie 
230 
gtg ttt 
Val Phe 
245 

tct gga 
Ser Gly 



tea ttg 
Ser Leu 
200 
ggg gag 
Gly Glu 
215 

ttc tct 
Phe Ser 

gtg tct 
Val Ser 

ttg cac 
Leu His 



aga etc ttg gag 
Arg Leu Leu Glu 

280 

cca gtt cac eta 
Pro Val His Leu 

295 



533 



581 



629 



677 



725 



773 



821 



869 



917 
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gag ctg gcc agt atg act aac agg gag etc atg age age att gtc cat 
Glu Leu Ala Ser Met Thr Asn Arg Glu Leu Met Ser Ser lie Val His 



300 



305 



310 



cag cag 



gtc ttt ccc gcg gtg act tec ctt ggg ctg aat gaa cag gag 
Gin Gin Val Phe Pro Ala Val Thr Ser Leu Gly Leu Asn Glu Gin Glu 



315 



320 



325 



ctg tta ttt etc acc cag tea gcc tct gga cct cac tct tct etc tct 
Leu Thr Gin Ser Ala Ser Gly Pro His Ser Ser Leu Ser 



Leu Leu Phe 
330 



335 



340 



tec tgg aac 



ggt gtt cct gat gtg ggc atg gtc agt gac ate etc ttc 
Ser Trp Asn Gly Val Pro Asp Val Gly Met Val Ser Asp He Leu Phe 



345 



350 



355 



360 



tgg ate ttg aaa gaa cat ggg agg agt aaa age aga gcc teg gat etc 
Trp lie Leu Lys Glu His Gly Arg Ser Lys Ser Arg Ala Ser Asp Leu 



365 



370 



375 



acc agg ate 



cat ttc cac acg ctg gtc tac cac ate ctg gca act gtg 



Thr Arg lie His 

380 



Phe His Thr Leu Val Tyr His lie Leu Ala Thr Val 



385 



390 



gat gga cac tgg gcc aac cag ctg gca gcc gtg get gca gga get cgt 
Asp Gly His Trp Ala Asn Gin Leu Ala Ala Val Ala Ala Gly Ala Arg 



395 



400 



405 



gtg get ggg aca cag gcc tgc gcc aca gaa acc ata gac acc age cga 
Val Ala Gly Thr Gin Ala Cys Ala Thr Glu Thr lie Asp Thr Ser Arg 



410 



415 



420 



gtg 



tct ctg agg gca ccc caa gag ttc atg act tec cat teg gag gca 
Arg Ala Pro Gin Glu Phe Met Thr Ser His Ser Glu Ala 



Val Ser Leu 

425 



430 



435 



440 



ggc tec agg att gta tta aac cca aac aag cca gta gta gaa tgg cac 
Gly Ser Arg He Val Leu Asn Pro Asn Lys Pro Val Val Glu Trp His 



965 



1013 



1061 



1109 



1157 



1205 



1253 



1301 



1349 



1397 



5 6 
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445 450 455 

aga gag gga ata tec ttc cac ttc aca cca gta ttg gtg tgt aaa gac 1445 
Arg Glu Gly He Ser Phe His Phe Thr Pro Val Leu Val Cys Lys Asp 

460 465 470 

ccc att cga act gta ggc ctt gga gat gec att tea gec gaa gga etc 1493 
Pro He Arg Thr Val Gly Leu Gly Asp Ala He Ser Ala Glu Gly Leu 

475 480 485 

ttc tat teg gaa gta cac cct cac tat taggaagatt cttaggggta 1540 
Phe Tyr Ser Glu Val His Pro His Tyr 

490 495 
atttttctga ggaaggagaa ctagccaact taagaattac aggaagaaag tggtttggaa 1600 
gaeagecaaa gaaataaaag cagattaaac tgtatcaggt acattccagc ctgttggcaa 1660 
ctccataaaa acatttcaga ttttaatccg aatttagcta atgagactgg atttttgttt 1720 
tttatgttgt gtgtcacaga gctaaaaact cagttcccaa atccccagtt tatgeagege 1780 
catcaggtat tttaagctaa acttcttcac ccctgagagc atgtcagctg gagaaaagca 1840 
gttcttcctt gcccacttga gaagtgcacg cccactcacc caacatcctg gtctctagga 1900 
aagcctcatg tgaggttcct ctttctttca gctcagtgcc catgggcaag gatcatgatt 1960 
tccattccgt gttacaatga caatatttaa tgagcataac cttctcagtc tcctgctctc 2020 
aaatttagga cagagccgct aaggacaaaa caatccctcc cgtgctttat gatggcagca 2080 
ggggctgggg agectctgag ggactctttc attctgeagt tgtctggaag cctgggtggc 2140 
gtcatgagct gaaggatcat gctttcctgt cctggctcca taggttatag gctggctggt 2200 
gaaaggttca cgtggcccag gctgaacttc attgectage tttggatgtg ctttctgcca 2260 
taaagactga tttttgttcg ttctgagect tcaaggaatt tgttttttac aactggaata 2320 
tgctcctgtg tgtgttaaca gatcatggat gttttatgtt ttcactgatc atttaaagag 2380 
tttgacctca gagctccagg atcatcagta aatttgtcat gttatatatt tattttttta 2440 
taaatcaaga cttctgtgtg ctcttaaata tattaaaaac aatttacatt tcagg 2495 

[0 0 8 2] 
<210> 23 
<211> 1617 
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<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (67) . . . (1320) 
<400> 23 

atagagccct cagtgggatg agggtgaaac tgctattgcc ggcggctcct gttttaccgc 
gtcagc atg ctg gtg cat tta ttt egg gtc ggg att egg ggt ggc cca 
Met Leu Val His Leu Phe Arg Val Gly He Arg Gly Gly Pro 
1 5 10 

ttc cca ggc agg ctg eta ccg ccc etc cgc ttc cag aca ttc tea get 
Phe Pro Gly Arg Leu Leu Pro Pro Leu Arg Phe Gin Thr Phe Ser Ala 
15 20 25 30 

gtc agg tac tct gat ggc tac cgc age tec tec etc etc egg gec gtg 
Val Arg Tyr Ser Asp Gly Tyr Arg Ser Ser Ser Leu Leu Arg Ala Val 

35 40 45 

gee cac ctg egg tec cag etc tgg gec cac etc cct cga gee ccc eta 
Ala His Leu Arg Ser Gin Leu Trp Ala His Leu Pro Arg Ala Pro Leu 

50 55 60 

get ccc aga tgg age ccc tct gee tgg tgc tgg gtt ggg gga gee ctg 
Ala Pro Arg Trp Ser Pro Ser Ala Trp Cys Trp Val Gly Gly Ala Leu 

65 70 75 

eta ggc ccc atg gta ctg agt aag cat ccc cac etc tgc ctt gtg gee 
Leu Gly Pro Met Val Leu Ser Lys His Pro His Leu Cys Leu Val Ala 

80 85 90 

ctg tgt gag gca gaa gag gec cct cct gec age tec aca ccc cat gtc 
Leu Cys Glu Ala Glu Glu Ala Pro Pro Ala Ser Ser Thr Pro His Val 
95 100 105 110 

gtg ggg tct cgc ttt aac tgg aag etc ttc tgg cag ttt ctg cac ccc 



60 
108 



156 



204 



252 



300 



348 



396 



444 
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Val Gly Ser Arg Phe Asn Trp Lys Leu Phe Trp Gin Phe Leu His Pro 

115 120 125 

cac ctg ctg gtc ctg ggg gta gcc gtc gtg ctg gcc ttg ggt gcg gca 492 
His Leu Leu Val Leu Gly Val Ala Val Val Leu Ala Leu Gly Ala Ala 

130 135 140 

etc gtg aat gta cag ate ccc ctg etc ctg ggc cag ctg gta gag gtc 540 
Leu Val Asn Val Gin lie Pro Leu Leu Leu Gly Gin Leu Val Glu Val 

145 150 155 

gtg gcc aag tac aca agg gac cac gta ggg agt ttc atg act gag tec 588 
Val Ala Lys Tyr Thr Arg Asp His Val Gly Ser Phe Met Thr Glu Ser 

160 165 170 

cag aat etc age ace cac ctg ctt ate etc tat ggt gtc cag gga ctg 636 
Gin Asn Leu Ser Thr His Leu Leu He Leu Tyr Gly Val Gin Gly Leu 
175 180 185 190 

ctg ace ttc ggg tac ctg gtg ctg ctg tec cac gtt ggc gag cgc atg 684 
Leu Thr Phe Gly Tyr Leu Val Leu Leu Ser His Val Gly Glu Arg Met 

195 200 205 

get gtg gac atg egg agg gcc etc ttc age tec ctg etc egg tac tgc 732 
Ala Val Asp Met Arg Arg Ala Leu Phe Ser Ser Leu Leu Arg Tyr Cys 

210 215 220 

cag ccg cag ggt gca gag ttg gga caa gac ate acc ttc ttt gac gcc 780 
Gin Pro Gin Gly Ala Glu Leu Gly Gin Asp He Thr Phe Phe Asp Ala 

225 230 235 

aat aag aca ggg cag ctg gtg age cgc ttg aca act gac gtg cag gag 828 
Asn Lys Thr Gly Gin Leu Val Ser Arg Leu Thr Thr Asp Val Gin Glu 

240 245 250 

ttt aag tea tec ttc aag ctt gtc ate tec cag ggg ctg cga age tgc 876 
Phe Lys Ser Ser Phe Lys Leu Val He Ser Gin Gly Leu Arg Ser Cys 
255 260 265 270 
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acc cag gtg gca ggc tgc ctg gtg tec ctg tec atg ctg teg aca cgc 
Thr Gin Val Ala Gly Cys Leu Val Ser Leu Ser Met Leu Ser Thr Arg 

275 280 285 

etc acg ctg ctg ctg atg gtg gec aca cca gec ctg atg gga gtg ggc 
Leu Thr Leu Leu Leu Met Val Ala Thr Pro Ala Leu Met Gly Val Gly 

290 295 300 

acc ctg atg ggc tea ggc etc cga aaa ttg tct tgc cag tgt cag gag 
Thr Leu Met Gly Ser Gly Leu Arg Lys Leu Ser Cys Gin Cys Gin Glu 

305 310 315 

cag ate gec agg gca atg ggc gta gca gac gag gec ctg ggc aat gtg 
Gin He Ala Arg Ala Met Gly Val Ala Asp Glu Ala Leu Gly Asn Val 

320 325 330 

egg act gtg cgt gec ttc gec atg gag caa egg gaa gag gag cgc tat 
Arg Thr Val Arg Ala Phe Ala Met Glu Gin Arg Glu Glu Glu Arg Tyr 
335 340 345 350 

ggg gca gag ctg gaa gec tgc cgc tgc egg gca gag gag ctg ggc cgc 
Gly Ala Glu Leu Glu Ala Cys Arg Cys Arg Ala Glu Glu Leu Gly Arg 

355 360 365 

ggc ate gee ttg ttc caa ggg ctt tec aac ate gec ttc aac tgc atg 
Gly He Ala Leu Phe Gin Gly Leu Ser Asn lie Ala Phe Asn Cys Met 

370 375 380 

gtc ttg ggt acc eta ttt att ggg ggc tec ctt gtg gec gga cag cag 
Val Leu Gly Thr Leu Phe He Gly Gly Ser Leu Val Ala Gly Gin Gin 

385 390 395 

ctg aca ggg gga gac etc atg tec ttc ctg gtg gec tec cag aca gtg 
Leu Thr Gly Gly Asp Leu Met Ser Phe Leu Val Ala Ser Gin Thr Val 

400 405 410 

caa agg ctg tgacattcca tgcatggaag gaccatcctt gacaggctgt gtg 
Gin Arg Leu 



924 



972 



1020 



1068 



1116 



1164 



1212 



1260 



1308 



1360 
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415 

agctgccctt ccccatgcct gccacttcca gggatgacaa gctgacccct gtccccacac 1420 
accccaccct tatagcttat tgctttgcgt tggtccaaaa ccacccgctc agctgagcct 1480 
ctgggatgac cagagctgat caccagacag ctcaaggcgg gcctcccccc tcctatctct 1540 
ttccaagcta aacacaagca gttctacata aatatgttat ggtaaataat gagatagtaa 1600 
atatgctgta acagatc 1617 

[0 0 8 3] 
<210> 24 
<211> 3269 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (260) ... (2209) 
<400> 24 

agagtttccg cacccgggag ggagatgcgg ccggggctca ggctccttgc agttgtaatt 60 
tagattcgag aagtggttta tcctttgact ggaaaagaaa agtagctgca gtattccccc 120 
agcacttgct gagagcatgc cgtatgccag gctgtgaggc tcgagagaca agcagtggaa 180 
gagttgcggc ctgtttcatc tctggattgt aaatctgagc ctccttctgg cccctggaag 240 
gggacagcat cacgatgga atg att cct aac cag cat aat get gga gec ggg 292 

Met He Pro Asn Gin His Asn Ala Gly Ala Gly 
1 5 10 

age cac caa cct gca gtt ttc aga atg gec gtg ttg gac act gat ttg 340 
Ser His Gin Pro Ala Val Phe Arg Met Ala Val Leu Asp Thr Asp Leu 

15 20 25 

gat cac att ctt cca tct tct gtt ctt cct cca ttc tgg get aag tta 388 
Asp His He Leu Pro Ser Ser Val Leu Pro Pro Phe Trp Ala Lys Leu 

30 35 40 

gta gtg gga teg gtt gec att gtg tgt ttt gca cgc age tat gat gga 436 
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Val Val Gly Ser Val Ala lie Val Cys Phe Ala Arg Ser Tyr Asp Gly 

45 50 55 

gac ttt gtc ttt gat gac tea gaa get att gtt aac aat aag gtt get 
Asp Phe Val Phe Asp Asp Ser Glu Ala lie Val Asn Asn Lys Val Ala 

C c 70 75 

60 65 

ggt gtt gtc ggc cgt gca gac etc ctg tgt gee ctg ttc ttc ttg tta 
Gly Val Val Gly Arg Ala Asp Leu Leu Cys Ala Leu Phe Phe Leu Leu 

80 85 90 

tct ttc ctt ggc tac tgt aaa gca ttt aga gaa agt aac aag gag gga 
Ser Phe Leu Gly Tyr Cys Lys Ala Phe Arg Glu Ser Asn Lys Glu Gly 

g 5 100 105 

gcg cat tct tec acc ttc tgg gtg ctg ctg agt ate ttt ctg gga gca 
Ala His Ser Ser Thr Phe Trp Val Leu Leu Ser lie Phe Leu Gly Ala 

HO 115 I 20 

gtg gec atg ctg tgc aaa gag caa ggg ate act gtg ctg ggt tta aat 
Val Ala Met Leu Cys Lys Glu Gin Gly He Thr Val Leu Gly Leu Asn 

125 130 135 

gcg gta ttt gac ate ttg gtg ata ggc aaa ttc aat gtt ctg gaa att 
Ala Val Phe Asp lie Leu Val lie Gly Lys Phe Asn Val Leu Glu lie 
140 145 150 155 

gtc cag aag gta eta cat aag gac aag tea tta gag aat etc ggc atg 
Val Gin Lys Val Leu His Lys Asp Lys Ser Leu Glu Asn Leu Gly Met 

160 165 1™ 

etc agg aac ggg ggc etc etc ttc aga atg acc ctg etc acc tct gga 
Leu Arg Asn Gly Gly Leu Leu Phe Arg Met Thr Leu Leu Thr Ser Gly 

175 180 185 

ggg get ggg atg etc tac gtg cgc tgg agg ate atg ggc acg ggc ccg 
Gly Ala Gly Met Leu Tyr Val Arg Trp Arg lie Met Gly Thr Gly Pro 
190 195 200 



484 



532 



580 



628 



676 



724 



772 



820 



868 
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ccg gcc ttc acc gag gtg gac aac ccg gcc tec ttt get gac age atg 916 
Pro Ala Phe Thr Glu Val Asp Asn Pro Ala Ser Phe Ala Asp Ser Met 

205 210 215 

ctg gtg agg gcc gta aac tac aat tac tac tat tea ttg aat gcc tgg 964 
Leu Val Arg Ala Val Asn Tyr Asn Tyr Tyr Tyr Ser Leu Asn Ala Trp 
220 225 230 235 

ctg ctg ctg tgt ccc tgg tgg ctg tgt ttt gat tgg tea atg ggc tgc 1012 
Leu Leu Leu Cys Pro Trp Trp Leu Cys Phe Asp Trp Ser Met Gly Cys 

240 245 250 

ate ccc etc att aag tec ate age gac tgg agg gta att gca ctt gca 1060 
He Pro Leu He Lys Ser He Ser Asp Trp Arg Val He Ala Leu Ala 

255 260 265 

gca etc tgg ttc tgc eta att ggc ctg ata tgc caa gcc ctg tgc tct 1108 
Ala Leu Trp Phe Cys Leu He Gly Leu He Cys Gin Ala Leu Cys Ser 

270 275 280 

gaa gac ggc cac aag aga agg ate ctt act ctg ggc ctg gga ttt etc 1156 
Glu Asp Gly His Lys Arg Arg lie Leu Thr Leu Gly Leu Gly Phe Leu 

285 290 295 

gtt ate cca ttt etc ccc gcg agt aac ctg ttc ttc cga gtg ggc ttc 1204 
Val He Pro Phe Leu Pro Ala Ser Asn Leu Phe Phe Arg Val Gly Phe 
300 305 310 315 

gtg gtc gcg gag cgt gtc etc tac etc ccc age att ggg tac tgt gtg 1252 
Val Val Ala Glu Arg Val Leu Tyr Leu Pro Ser He Gly Tyr Cys Val 

320 325 330 

ctg ctg act ttt gga ttc gga gcc ctg age aaa cat acc aag aaa aag 1300 
Leu Leu Thr Phe Gly Phe Gly Ala Leu Ser Lys His Thr Lys Lys Lys 

335 340 345 

aaa etc att gcc get gtc gtg ctg gga ate tta ttc ate aac acg ctg 1348 
Lys Leu He Ala Ala Val Val Leu Gly He Leu Phe He Asn Thr Leu 
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350 355 360 

aga tgt gtg ctg cgc age ggc gag tgg egg agt gag gaa cag ctt ttc 
Arg Cys Val Leu Arg Ser Gly Glu Trp Arg Ser Glu Glu Gin Leu Phe 

365 370 375 

aga agt get ctg tct gtg tgt ccc etc aat get aag gtt cac tac aac 
Arg Ser Ala Leu Ser Val Cys Pro Leu Asn Ala Lys Val His Tyr Asn 
380 385 390 395 

att ggc aaa aac ctg get gat aaa ggc aac cag aca get gec ate aga 
lie Gly Lys Asn Leu Ala Asp Lys Gly Asn Gin Thr Ala Ala lie Arg 

400 405 410 

tac tac egg gaa get gta aga tta aat ccc aag tat gtt cat gee atg 
Tyr Tyr Arg Glu Ala Val Arg Leu Asn Pro Lys Tyr Val His Ala Met 

415 420 425 

aat aat ctt gga aat ate tta aaa gaa agg aat gag eta cag gaa get 
Asn Asn Leu Gly Asn lie Leu Lys Glu Arg Asn Glu Leu Gin Glu Ala 

430 435 440 

gag gag ctg ctg tct ttg get gtt caa ata cag cca gac ttt gec get 
Glu Glu Leu Leu Ser Leu Ala Val Gin lie Gin Pro Asp Phe Ala Ala 

445 450 455 

gcg tgg atg aat eta ggc ata gtg cag aat age ctg aaa egg ttt gaa 
Ala Trp Met Asn Leu Gly He Val Gin Asn Ser Leu Lys Arg Phe Glu 

, C r 470 475 

460 465 ^ 

gca gca gag caa agt tac egg aca gca att aaa cac aga agg aaa tac 
Ala Ala Glu Gin Ser Tyr Arg Thr Ala lie Lys His Arg Arg Lys Tyr 

480 485 490 

cca gac tgt tac tac aac etc ggg cgt ctg tat gca gat etc aat cgc 
Pro Asp Cys Tyr Tyr Asn Leu Gly Arg Leu Tyr Ala Asp Leu Asn Arg 

4 g5 500 505 

cac gtg gat gee ttg aat gcg tgg aga aat gee acc gtg ctg aaa cca 



1396 



1444 



1492 



1540 



1588 



1636 



1684 



1732 



1780 



1828 
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His Val Asp Ala Leu Asn Ala Trp Arg Asn Ala Thr Val Leu Lys Pro 

510 515 520 

gag cac age ctg gec tgg aac aac atg att ata etc etc gac aat aca 1876 
Glu His Ser Leu Ala Trp Asn Asn Met He He Leu Leu Asp Asn Thr 

525 530 535 

ggt aat tta gec caa get gaa gca gtt gga aga gag gca ctg gaa tta 1924 
Gly Asn Leu Ala Gin Ala Glu Ala Val Gly Arg Glu Ala Leu Glu Leu 
540 545 550 555 

ata cct aat gat cac tct etc atg ttc teg ttg gca aac gtg ctg ggg 1972 
He Pro Asn Asp His Ser Leu Met Phe Ser Leu Ala Asn Val Leu Gly 

560 565 570 

aaa tec cag aaa tac aag gaa tct gaa get tta ttc etc aag gca att 2020 
Lys Ser Gin Lys Tyr Lys Glu Ser Glu Ala Leu Phe Leu Lys Ala He 

575 580 585 

aaa gca aat cca aat get gca agt tac cat ggt aat ttg get gtg ctt 2068 
Lys Ala Asn Pro Asn Ala Ala Ser Tyr His Gly Asn Leu Ala Val Leu 

590 595 600 

tat cat cgt tgg gga cat eta gac ttg gec aag aaa cac tat gaa ate 2116 
Tyr His Arg Trp Gly His Leu Asp Leu Ala Lys Lys His Tyr Glu He 

605 610 615 

tec ttg cag ctt gac ccc acg gca tea gga act aag gag aat tac ggt 2164 
Ser Leu Gin Leu Asp Pro Thr Ala Ser Gly Thr Lys Glu Asn Tyr Gly 
620 625 630 635 

ctg ctg aga aga aag eta gaa eta atg caa aag aaa get gtc tgat 2210 
Leu Leu Arg Arg Lys Leu Glu Leu Met Gin Lys Lys Ala Val 

640 645 
cctgtttcct tcatgttttg agtttgagtg tgtgtgtgca tgaggcatat cattaatagt 2270 
atgtggttac atttaaccat ttaaaagtct tagacatgtt attttactga tttttttcta 2330 
tgaaaacaaa gaeatgeaaa aagattatag caccagcaat atactcttga atgcgtgata 2390 
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tgatttttca ttgaaattgt attttttcag acaactcaaa tgtaattcta aaattccaaa 
aatgtctttt ttaattaaac agaaaaagag aaaaaattat cttgagcaac ttttagtaga 
attgagctta catttgggat ctgagccttg tcgtgtatgg actagcacta ttaaacttca 
attatgacca agaaaggata cactggcccc tacaatttgt ataaatattg aacatgtcta 
tatattagca tttttattta atgacaaagc aaattaagtt tttttatctc ttttttttaa 
aacaacatac tgtgaacttt gtaaggaaat atttatttgt atttttatgt tttgaatagg 
gcaaataatc gaatgaggaa tggaagtttt aacatagtat atctatatgc ttttccccat 
aggaagaaat tgactcttgc agtttttgga tgctctgact tgtgcaattt caatacacag 
gagattatgt aatgtaatat ttttcataag cggttactat caattgaaag ttcaagccat 
gctttaggca agagcaggca gcctcacatc tttatttttg ttacatccaa ggtgaagagg 
gcaacacatc tgtgtaagct gctttttagt gtgtttatct gaaggccgtt ttccattttg 
cttaatgtaa ctacagacat tatccagaaa atgcaaaatt ttctatcaaa tggagccaca 
ttcggggaat tcgtggtatt tttaagaatt gagttgttcc tgctgttttt tatttgatcc 
aaacaatgtt ttgttttgtt cttctctgta tgctgttgac ctaatgattt atgcaatctc 
tgtaatttct tatgcagtaa aattactaca caaactagc 

[0 0 8 4] 
<210> 25 
<211> 458 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (66)... (347) 

<400> 25 

acagttcctc tggacttctc tggaccacag tcctctgcca gacccctgcc agaccccagt 
ccacc atg ate cat ctg ggt cac ate etc ttc ctg ctt ttg etc cca gtg 
Met He His Leu Gly His lie Leu Phe Leu Leu Leu Leu Pro Val 
15 10 15 

get gca get cag acg act cca gga gag aga tea tea etc cct gec ttt 



2450 

2510 

2570 

2630 

2690 

2750 

2810 

2870 

2930 

2990 

3050 

3110 

3170 

3230 

3269 



60 
110 



158 



6 6 
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Ala Ala Ala Gin Thr Thr Pro Gly Glu Arg Ser Ser Leu Pro Ala Phe 

20 25 30 

tac cct ggc act tea ggc tct tgt tec gga tgt ggg tec etc tct ctg 206 
Tyr Pro Gly Thr Ser Gly Ser Cys Ser Gly Cys Gly Ser Leu Ser Leu 

35 40 45 

ccg etc ctg gca ggc etc gtg get get gat gcg gtg gca teg ctg etc 254 
Pro Leu Leu Ala Gly Leu Val Ala Ala Asp Ala Val Ala Ser Leu Leu 

50 55 60 

ate gtg ggg gcg gtg ttc ctg tgc gca cgc cca cgc cgc age ccc gee 302 
He Val Gly Ala Val Phe Leu Cys Ala Arg Pro Arg Arg Ser Pro Ala 

65 70 75 

caa gaa gat ggc aaa gtc tac ate aac atg cca ggc agg ggc tgaccc 350 
Gin Glu Asp Gly Lys Val Tyr He Asn Met Pro Gly Arg Gly 
80 85 90 

tcctgcagct tggacctttg acttctgacc ctctcatcct ggatggtgtg tggtggcaca 410 
ggaacccccg ccccaacttt tggattgtaa taaaacaatt gaaacacc 458 

[0 0 8 5] 
<210> 26 
<211> 1712 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (180)., .(1457) 
<400> 26 

tcccgctggc tagaagaagt cttcacttcc caggagagee aaagcgtgtc tggecctagg 60 
tgggaaaaga actggctgtg acctttgccc tgacctggaa gggcccagcc ttgggctgaa 120 
tggcagcacc cacgcccgcc cgtccggtgc tgacccacct gctggtggct ctcttcggc 179 
atg ggc tec tgg get gcg gtc aat ggg ate tgg gtg gag eta cct gtg 227 
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Met Gly Ser Trp Ala Ala Val Asn Gly He Trp Val Glu Leu Pro Val 

15 10 15 

gtg gtc aaa gag ctt cca gag ggt tgg age etc ccc tct tac gtc tct 
Val Val Lys Glu Leu Pro Glu Gly Trp Ser Leu Pro Ser Tyr Val Ser 

20 25 30 

gtg ctt gtg get ctg ggg aac ctg ggt ctg ctg gtg gtg acc etc tgg 
Val Leu Val Ala Leu Gly Asn Leu Gly Leu Leu Val Val Thr Leu Trp 

35 40 45 

agg agg ctg gee cca gga aag gac gag cag gtc ccc ate egg gtg gtg 
Arg Arg Leu Ala Pro Gly Lys Asp Glu Gin Val Pro He Arg Val Val 

50 55 60 

cag gtg ctg ggc atg gtg ggc aca gee ctg ctg gee tct ctg tgg cac 
Gin Val Leu Gly Met Val Gly Thr Ala Leu Leu Ala Ser Leu Trp His 
65 70 75 80 

cat gtg gee cca gtg gca gga cag ttg cat tct gtg gee ttc tta gca 
His Val Ala Pro Val Ala Gly Gin Leu His Ser Val Ala Phe Leu Ala 

85 90 95 

ctg gee ttt gtg ctg gca ctg gca tgc tgt gee teg aat gtc act ttc 
Leu Ala Phe Val Leu Ala Leu Ala Cys Cys Ala Ser Asn Val Thr Phe 

100 105 HO 

ctg ccc ttc ttg age cac ctg cca cct cgc ttc tta egg tea ttc ttc 
Leu Pro Phe Leu Ser His Leu Pro Pro Arg Phe Leu Arg Ser Phe Phe 

115 120 125 

ctg ggt caa ggc ctg agt gee ctg ctg ccc tgc gtg ctg gec eta gtg 
Leu Gly Gin Gly Leu Ser Ala Leu Leu Pro Cys Val Leu Ala Leu Val 

130 135 140 

cag ggt gtg ggc cgc etc gag tgc ccg cca gec ccc ate aac ggc acc 
Gin Gly Val Gly Arg Leu Glu Cys Pro Pro Ala Pro He Asn Gly Thr 
145 150 155 160 



275 



323 



371 



419 



467 



515 



563 



611 



659 
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cct ggc ccc ccg etc gac ttc ctt gag cgt ttt ccc gec age ace ttc 707 
Pro Gly Pro Pro Leu Asp Phe Leu Glu Arg Phe Pro Ala Ser Thr Phe 

165 170 175 

ttc tgg gca ctg act gec ctt ctg gtc get tea get get gee ttc cag 755 
Phe Trp Ala Leu Thr Ala Leu Leu Val Ala Ser Ala Ala Ala Phe Gin 

180 185 190 

ggt ctt ctg ctg ctg ttg ccg cca cca cca tct gta ccc aca ggg gag 803 
Gly Leu Leu Leu Leu Leu Pro Pro Pro Pro Ser Val Pro Thr Gly Glu 

195 200 205 

tta gga tea ggc etc cag: gtg gga gee cca gga gca gag gaa gag gtg 851 
Leu Gly Ser Gly Leu Gin Val Gly Ala Pro Gly Ala Glu Glu Glu Val 

210 215 220 

gaa gag tec tea cca ctg caa gag cca cca age cag gca gca ggc ace 899 
Glu Glu Ser Ser Pro Leu Gin Glu Pro Pro Ser Gin Ala Ala Gly Thr 
225 230 235 240 

acc cct ggt cca gac cct aag gec tat cag ctt eta tea gee cgc agt 947 
Thr Pro Gly Pro Asp Pro Lys Ala Tyr Gin Leu Leu Ser Ala Arg Ser 

245 250 255 

gee tgc ctg ctg ggc ctg ttg gec gec acc aac gcg ctg acc aat ggc 995 
Ala Cys Leu Leu Gly Leu Leu Ala Ala Thr Asn Ala Leu Thr Asn Gly 

260 265 270 

gtg ctg cct gee gtg cag age ttt tec tgc tta ccc tac ggg cgt ctg 1043 
Val Leu Pro Ala Val Gin Ser Phe Ser Cys Leu Pro Tyr Gly Arg Leu 

275 280 285 

gee tac cac ctg get gtg gtg ctg ggc agt get gee aat ccc ctg gec 1091 
Ala Tyr His Leu Ala Val Val Leu Gly Ser Ala Ala Asn Pro Leu Ala 

290 295 300 

tgc ttc ctg gec atg ggt gtg ctg tgc agg tec ttg gca ggg ctg ggc 1139 
Cys Phe Leu Ala Met Gly Val Leu Cys Arg Ser Leu Ala Gly Leu Gly 
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305 310 315 320 

gg c etc tct ctg ctg ggc gtg ttc tgt ggg ggc tac ctg atg gcg ctg 
Gly Leu Ser Leu Leu Gly Val Phe Cys Gly Gly Tyr Leu Met Ala Leu 

325 330 335 

gca gtc ctg age ccc tgc ccg ccc ctg gtg ggc acc teg gcg ggg gtg 
Ala Val Leu Ser Pro Cys Pro Pro Leu Val Gly Thr Ser Ala Gly Val 

340 345 350 

gtc etc gtg gtg ctg teg tgg gtg ctg tgt ctt ggc gtg ttc tec tac 
Val Leu Val Val Leu Ser Trp Val Leu Cys Leu Gly Val Phe Ser Tyr 

355 360 365 

gtg aag gtg gca gee age tec ctg ctg cat ggc ggg ggc egg ccg gca 
Val Lys Val Ala Ala Ser Ser Leu Leu His Gly Gly Gly Arg Pro Ala 

370 375 380 

ttg ctg gca gec ggc gtg gee ate cag gtg ggc tct ctg etc ggc get 
Leu Leu Ala Ala Gly Val Ala lie Gin Val Gly Ser Leu Leu Gly Ala 
385 390 395 400 

gtt get atg ttc ccc ccg acc age ate tat cac gtg ttc cac age aga 
Val Ala Met Phe Pro Pro Thr Ser lie Tyr His Val Phe His Ser Arg 

405 410 415 

aag gac tgt gca gac ccc tgt gac tec tgagcctggg caggtgggga ccccgc 
Lys Asp Cys Ala Asp Pro Cys Asp Ser 
420 425 
tccccaacac ctgtctttcc etcaatgetg ccaccatgcc tgagtgcctg cagcccagga 
ggcccgcaca ccggtacact cgtggacacc tacacactcc ataggagatc ctggctttcc 
agggtgggca agggcaagga gcaggcttgg agecagggae cagtgggggc tgtagggtaa 
gcccctgagc ctgggaccta catgtggttt gcgtaataaa acatttgtat tt 
<210> 27 
<211> 1055 
<212> DNA 



1187 



1235 



1283 



1331 



1379 



1427 



1480 



1540 
1600 
1660 
1712 
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• # 



<213> Homo sapience 

<220> 

<221> CDS 

<222> (53)... (502) 

<400> 27 

accgggaggc gcgtggggct tgaggccgag aacggccctt gctgccacca ac atg 55 

Met 
1 

gag act ttg tac cgt gtc ccg ttc tta gtg etc gaa tgt ccc aac ctg 103 
Glu Thr Leu Tyr Arg Val Pro Phe Leu Val Leu Glu Cys Pro Asn Leu 

5 10 15 

aag ctg aag aag ccg ccc tgg ttg cac atg ccg teg gec atg act gtg 151 
Lys Leu Lys Lys Pro Pro Trp Leu His Met Pro Ser Ala Met Thr Val 

20 25 30 

tat get ctg gtg gtg gtg tct tac ttc etc ate ace gga gga ata att 199 
Tyr Ala Leu Val Val Val Ser Tyr Phe Leu He Thr Gly Gly He lie 

35 40 45 

tat gat gtt att gtt gaa cct cca agt gtc ggt tct atg act gat gaa 247 
Tyr Asp Val lie Val Glu Pro Pro Ser Val Gly Ser Met Thr Asp Glu 
50 55 60 65 

cat ggg cat cag agg cca gta get ttc ttg gee tac aga gta aat gga 295 
His Gly His Gin Arg Pro Val Ala Phe Leu Ala Tyr Arg Val Asn Gly 

70 75 80 

caa tat att atg gaa gga ctt gca tec age ttc eta ttt aca atg gga 343 
Gin Tyr He Met Glu Gly Leu Ala Ser Ser Phe Leu Phe Thr Met Gly 

85 90 95 

ggt tta ggt ttc ata ate ctg gac cga teg aat gca cca aat ate cca 391 
Gly Leu Gly Phe lie He Leu Asp Arg Ser Asn Ala Pro Asn He Pro 
100 105 110 
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439 



487 



540 



aaa etc aat aga ttc ctt ctt ctg ttc att gga ttc gtc tgt gtc eta 
Lys Leu Asn Arg Phe Leu Leu Leu Phe He Gly Phe Val Cys Val Leu 

115 120 125 

ttg agt ttt ttc atg get aga gta ttc atg aga atg aaa ctg ccg ggc 
Leu Ser Phe Phe Met Ala Arg Val Phe Met Arg Met Lys Leu Pro Gly 
130 135 140 145 

tat ctg atg ggt tagagtgect ttgagaagaa atcagtggat actggatttg c 
Tyr Leu Met Gly 

tcctgtcaat gaagttttaa aggctgtacc aatcctctaa tatgaaatgt ggaaaagaat 
gaagagcagc agtaaaagaa atatctagtg aaaaaacagg aagcgtattg aagcttggac 
tagaatttct tcttggtatt aaagagacaa gtttatcaca gaattttttt tcctgctggc 
etattgetat accaatgatg ttgagtggca ttttcttttt agtttttcat taaaatatat 
tccatatcta caactataat atcaaataaa gtgattattt tttacaaccc tcttaacatt 
ttttggagat gacatttctg attttcagaa attaacataa aatccagaag caagattccg 
taagctgaga actctggaca gttgatcagc tttacctatg gtgetttgee tttaactaga 
gtgtgtgatg gtagattatt tcagatatgt atgtaaaact gtttcctgaa caataagatg 
tatgaaegga gcagaaataa atactttttc taatt 
<210> 28 
<211> 1616 
<212> DNA 

<213> Homo sapience 
<220> 
<221> CDS 

<222> (222)... (1412) 
<400> 28 

gagctctcac ggtttcctct ttcctgacaa aaagaatatt aatgaaactt tatcatcttg 
gtgagaaaag cattctaata gctttattct gaeataegga ggtatggaga gcttgaagga 120 
gtcagagagg tgcccagcta agacctgaat gccatcaccc tccccagggc tctgcagttt 180 



600 
660 
720 
780 
840 
900 
960 
1020 
1055 



60 
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tctcgtggtg aacccttgat ggatttgttg ttgcttgaga a atg gcg atg ate 233 

Met Ala Met He 
1 

gaa ttg ggg ttt gga aga cag aat ttt cat cca tta aag agg aag agt 281 
Glu Leu Gly Phe Gly Arg Gin Asn Phe His Pro Leu Lys Arg Lys Ser 
5 10 15 20 

tea ttg ctg ttg aaa etc ata get gtt gtc ttt get gtg ctt eta ttt 329 
Ser Leu Leu Leu Lys Leu He Ala Val Val Phe Ala Val Leu Leu Phe 

25 30 35 

tgt gaa ttt tta ate tat tac tta gcg ate ttt cag tgt aat tgg cct 377 
Cys Glu Phe Leu He Tyr Tyr Leu Ala He Phe Gin Cys Asn Trp Pro 

40 45 50 

gaa gtg aaa acc aca gec tct gat ggt gaa cag acc aca cgt gag cct 425 
Glu Val Lys Thr Thr Ala Ser Asp Gly Glu Gin Thr Thr Arg Glu Pro 

55 60 65 

gtg etc aaa gee atg ttt ttg get gac acc cat ttg ctt ggg gaa ttc 473 
Val Leu Lys Ala Met Phe Leu Ala Asp Thr His Leu Leu Gly Glu Phe 

70 75 80 

eta ggc cac tgg ctg gac aaa tta cga agg gaa tgg cag atg gag aga 521 
Leu Gly His Trp Leu Asp Lys Leu Arg Arg Glu Trp Gin Met Glu Arg 
85 90 95 100 

gcg ttc cag aca get ctg tgg ttg ctg cag ccg gaa gtc gtc ttc ate 569 
Ala Phe Gin Thr Ala Leu Trp Leu Leu Gin Pro Glu Val Val Phe He 

105 110 115 

ctg ggg gat ate ttt gat gaa ggg aag tgg age acc cct gag gee tgg 617 
Leu Gly Asp He Phe Asp Glu Gly Lys Trp Ser Thr Pro Glu Ala Trp 

120 125 130 

gcg gat gat gtg gag egg ttt cag aaa atg ttc aga cac cca agt cat 665 
Ala Asp Asp Val Glu Arg Phe Gin Lys Met Phe Arg His Pro Ser His 



11-3089731 





1 1 — 069811 



135 140 145 

gta cag ctg aag gta gtt get gga aac cat gac att ggc ttc cat tat 
Val Gin Leu Lys Val Val Ala Gly Asn His Asp lie Gly Phe His Tyr 

150 155 160 

gag atg aac aca tac aaa gta gaa cgc ttt gag aaa gtg ttc age tct 
Glu Met Asn Thr Tyr Lys Val Glu Arg Phe Glu Lys Val Phe Ser Ser 
165 170 175 180 

gaa aga ctg ttt tct tgg aaa ggc att aac ttt gtg atg gtc aac age 
Glu Arg Leu Phe Ser Trp Lys Gly He Asn Phe Val Met Val Asn Ser 

185 190 195 

gtg gcg ctg aac ggg gat ggc tgt ggc ate tgc tct gaa aca gaa gca 
Val Ala Leu Asn Gly Asp Gly Cys Gly He Cys Ser Glu Thr Glu Ala 

200 205 210 

gag etc att gaa gtt tct cac aga ctg aac tgc tec cga gag gca cgt 
Glu Leu He Glu Val Ser His Arg Leu Asn Cys Ser Arg Glu Ala Arg 

215 220 225 

ggc tec age egg tgt gga cct ggg cct ctg ctg ccc acg tct gec cct 
Gly Ser Ser Arg Cys Gly Pro Gly Pro Leu Leu Pro Thr Ser Ala Pro 

230 235 240 

gtc etc ctg cag cat tat cct ctg tat egg aga agt gat get aac tgt 
Val Leu Leu Gin His Tyr Pro Leu Tyr Arg Arg Ser Asp Ala Asn Cys 
245 250 255 260 

tct ggg gaa gac get get cct gca gag gaa agg gac ate cca ttt aag 
Ser Gly Glu Asp Ala Ala Pro Ala Glu Glu Arg Asp He Pro Phe Lys 

265 270 275 

gag aac tat gac gtg ctt tea egg gag gca tea caa aag ctg ctg tgg 
Glu Asn Tyr Asp Val Leu Ser Arg Glu Ala Ser Gin Lys Leu Leu Trp 

280 285 290 

tgg etc cag ccg cgc ctg gtt etc agt ggc cac acg cac age gec tgc 



713 



761 



809 



857 



905 



953 



1001 



1049 



1097 



1145 
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Trp Leu Gin Pro Arg Leu Val Leu Ser Gly His Thr His Ser Ala Cys 

295 300 305 

gag gtg cac cac ggg ggc cga gtc ccc gag etc age gtc cca tct ttc 1193 
Glu Val His His Gly Gly Arg Val Pro Glu Leu Ser Val Pro Ser Phe 

310 315 320 

agt tgg agg aac aga aac aac ccc agt ttc ate atg ggt age ate acg 1241 
Ser Trp Arg Asn Arg Asn Asn Pro Ser Phe He Met Gly Ser He Thr 
325 330 335 340 

ccc aca gac tac acc etc tec aag tgc tac etc cca cgt gag gat gtg 1289 
Pro Thr Asp Tyr Thr Leu Ser Lys Cys Tyr Leu Pro Arg Glu Asp Val 

345 350 355 

gtt ttg ate ate tac tgt gga gtg gtg ggc ttc ctt gtg gtc etc aca 1337 
Val Leu lie He Tyr Cys Gly Val Val Gly Phe Leu Val Val Leu Thr 

360 365 370 

etc act cac ttt ggg ctt eta gee tea cct ttt ctt tct ggt ttg aac 1385 
Leu Thr His Phe Gly Leu Leu Ala Ser Pro Phe Leu Ser Gly Leu Asn 

375 380 385 

ttg etc gga aag cgt aag aca aga tgaagagcag gegecattat a 1430 
Leu Leu Gly Lys Arg Lys Thr Arg 

390 395 
aatatcaaag cccaagaaat ggaactttgg gcagagatca tgttagaatc aagtggatga 1490 
tgagaccaat tacaggcegt ctctctgcac agcacagaaa ttctcaatca ctgaaatgag 1550 
taactgcaaa ataaatagtt gattgtactg ttctcatget ataaaagtgg acaggtactc 1610 
tacaac 1616 
<210> 29 
<211> 1860 
<212> DNA 

<213> Homo sapience 
<220> 
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# • 

<221> CDS 

<222> (69)... (1121) 
<400> 29 

gagaagtgct gcgtccgtgc gccgcgggct ggggcggtct caggtgtgcc gaagctctgg 
tcagtgcc atg ate egg cag gag: cgc tec aca tec tac cag gag ctg 
Met He Arg Gin Glu Arg Ser Thr Ser Tyr Gin Glu Leu 
1 5 10 

agt gag gag ttg gtc cag gtg gtt gag aac tea gag ctg gca gac gag 
Ser Glu Glu Leu Val Gin Val Val Glu Asn Ser Glu Leu Ala Asp Glu 

15 20 25 

cag gac aag gag acg gtc aga gtc caa ggt ccg ggt ate tta cca ggc 
Gin Asp Lys Glu Thr Val Arg Val Gin Gly Pro Gly He Leu Pro Gly 
30 35 40 45 

ctg gac age gag tec gee tec age age ate cgc ttc age aag gec tgc 
Leu Asp Ser Glu Ser Ala Ser Ser Ser He Arg Phe Ser Lys Ala Cys 

50 55 60 

ctg aag aac gtc ttc teg gtc eta etc ate ttc ate tac ctg ctg etc 
Leu Lys Asn Val Phe Ser Val Leu Leu lie Phe He Tyr Leu Leu Leu 

65 70 75 

atg get gtg gee gtc ttc ctg gtc tac egg acc ate aca gac ttt cgt 
Met Ala Val Ala Val Phe Leu Val Tyr Arg Thr He Thr Asp Phe Arg 

80 85 90 

gag aaa etc aag cac cct gtc atg tct gtg tct tac aag gaa gtg gat 
Glu Lys Leu Lys His Pro Val Met Ser Val Ser Tyr Lys Glu Val Asp 

95 100 105 

cgc tat gat gee cca ggt att gec ttg tac ccc ggt cag gee cag ttg 
Arg Tyr Asp Ala Pro Gly He Ala Leu Tyr Pro Gly Gin Ala Gin Leu 
110 115 120 125 

etc age tgt aag cac cat tac gag gtc att cct cct ctg aca age cct 



60 
107 



155 



203 



251 



299 



347 



395 



443 



491 
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Leu Ser Cys Lys His His Tyr Glu Val He Pro Pro Leu Thr Ser Pro 

130 135 140 

ggc cag ccg ggt gac atg aat tgc acc acc cag agg ate aac tac acg 539 
Gly Gin Pro Gly Asp Met Asn Cys Thr Thr Gin Arg lie Asn Tyr Thr 

145 150 155 

gac ccc ttc tec aat cag act gtg aaa tct gec ctg att gtc cag ggg 587 
Asp Pro Phe Ser Asn Gin Thr Val Lys Ser Ala Leu He Val Gin Gly 

160 165 170 

ccc egg gaa gtg aaa aag egg gag ctg gtc ttc etc cag ttc cgc ctg 635 
Pro Arg Glu Val Lys Lys Arg Glu Leu Val Phe Leu Gin Phe Arg Leu 

175 180 185 

aac aag agt agt gag gac ttc age gee att gat tac etc etc ttc tct 683 
Asn Lys Ser Ser Glu Asp Phe Ser Ala He Asp Tyr Leu Leu Phe Ser 
190 195 200 205 

tct ttc cag gag ttc ctg caa age cca aac agg gta ggc ttc atg cag 731 
Ser Phe Gin Glu Phe Leu Gin Ser Pro Asn Arg Val Gly Phe Met Gin 

210 215 220 

gee tgt gag agt gee tat tec age tgg aag ttc tct ggg ggc ttc cgc 779 
Ala Cys Glu Ser Ala Tyr Ser Ser Trp Lys Phe Ser Gly Gly Phe Arg 

225 230 235 

acc tgg gtc aag atg tea ctg gta aag acc aag gag gag gat ggg egg 827 
Thr Trp Val Lys Met Ser Leu Val Lys Thr Lys Glu Glu Asp Gly Arg 

240 245 250 

gaa gca gtg gag ttc egg cag gag aca agt gtg gtt aac tac att gac 875 
Glu Ala Val Glu Phe Arg Gin Glu Thr Ser Val Val Asn Tyr He Asp 

255 260 265 

cag agg cca get gec aaa aaa agt get caa ttg ttt ttt gtg gtc ttt 923 
Gin Afg Pro Ala Ala Lys Lys Ser Ala Gin Leu Phe Phe Val Val Phe 
270 275 280 285 
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971 



1019 



1067 



gaa tgg aaa gat cct ttc ate cag aaa gtc caa gat ata gtc act gec 
Glu Trp Lys Asp Pro Phe He Gin Lys Val Gin Asp He Val Thr Ala 

290 295 300 

aat cct tgg aac aca att get ctt etc tgt ggc gec ttc ttg gca tta 
Asn Pro Trp Asn Thr He Ala Leu Leu Cys Gly Ala Phe Leu Ala Leu 

305 310 315 

ttt aaa gca gca gag ttt gec aaa ctg agt ata aaa tgg atg ate aaa 
Phe Lys Ala Ala Glu Phe Ala Lys Leu Ser He Lys Trp Met lie Lys 

320 325 330 

att aga aag aga tac ctt aaa aga aga ggt cag gca acg age cac ata 1115 
He Arg Lys Arg Tyr Leu Lys Arg Arg Gly Gin Ala Thr Ser His He 

335 340 345 

age tgaagtcacc tcgcgttgtt tagagaactg tccacatcaa tgggagctgt ca 1170 

Ser 
350 

tcacttccac tttgtaaacg gagctatcaa caatcctgta ctcacttgaa gaaatggggc 
cttgctggga ggaacagcat gtaaaactgg aacttctaac cccgtcccaa aagaggcggt 
gtagagecta atagaagaga ctaatggata aacctacaag ttatttaaat atttaaatta 
ttaataaact ttttaaagag ctggccaatg acttttgaat agggtttgta gaagatgect 1410 
ttcttcctgt ttggttcatt gtattgtatt aggttaagct ctactagggt aatgaaggct 
ctacttttca ctttttaaaa gtggacaaaa gagtgtgatt ttctttttcc aaaaattcct 
gagtatcaag acgtgcaggt catgetttgg agectatgea ctgtacacaa aggcaaaacc 
ctatgacttt ggcatcatct gecattgatg tccagcctct gaeatgetet ttgatttgtt 
aaatgttaaa tgagacttta aggctactag aaactagtaa ttaagtttct taatggactg 1710 
agtagccacc tacttgtccg gctagaatgt ttgttgatgt atgagtttag attaacactc 1770 
aaaagcacta ggacagatgt acatagaagg tgcctactca ttgtattttg atgatttcat 
taacaggtaa ataaaagtta atacaaaagg 
<210> 30 
<211> 783 



1230 
1290 
1350 



1470 
1530 
1590 
1650 



1830 
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<212> DNA 



<213> Homo sapience 

<220> 

<221> CDS 

<222> (245) . . . (706) 
<400> 30 

acacacccag tgaggtctct ggagccgcgg tgcgggaagc ggggacccgg gtttgaatcc 60 
tgcccctctg gtgtggtgcg gcctcttccc acagactttt ggcctcagtg ttccccgcct 120 
gggaagtggg gactggccct ggtacctggc tccagagctg cacccagagg cgatcagccc 180 
ggtgcgggaa cggggcgggg tggccgcaac tacgggccac ggatcctgac ccgccctgcc 240 
cacg atg act ate cac ate etc ate ctg ctg ttg etc etc gee ttc 286 
Met Thr He His He Leu He Leu Leu Leu Leu Leu Ala Phe 
1 5 10 

tec gec caa ggg gac ctg gac act gca gec agg cga ggc cag cac cag 334 
Ser Ala Gin Gly Asp Leu Asp Thr Ala Ala Arg Arg Gly Gin His Gin 
15 20 25 30 

gtc ccc cag cac cgc ggg cac gtc tgc tac ctg ggc gta tgc egg acc 382 
Val Pro Gin His Arg Gly His Val Cys Tyr Leu Gly Val Cys Arg Thr 

35 40 45 

cac cgc ctg gcg gag ate ata tac tgg att cgc tgt etc cac caa gga 430 
His Arg Leu Ala Glu He lie Tyr Trp He Arg Cys Leu His Gin Gly 

50 55 60 

gee etc ggg gaa ggc cag cca cga gee cca gga ccc eta cag eta tgg 478 
Ala Leu Gly Glu Gly Gin Pro Arg Ala Pro Gly Pro Leu Gin Leu Trp 

65 70 75 

gcg ccg ccg gtg gcg cga ggc gga age ccg get egg ttc cca gga ttc 526 
Ala Pro Pro Val Ala Arg Gly Gly Ser Pro Ala Arg Phe Pro Gly Phe 

80 85 90 

egg cct gca gcg agg ggg eta gcg cag tgc cca get cgc tgg gtg acc 574 
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Arg Pro Ala Ala Arg Gly Leu Ala Gin Cys Pro Ala Arg Trp Val Thr 
95 100 105 HO 

teg ggc acg get cgt ccc etc etc ggc ttc agt ttg cct ate tgt atg 622 
Ser Gly Thr Ala Arg Pro Leu Leu Gly Phe Ser Leu Pro lie Cys Met 

115 120 125 

ttg gag ctt eta etc cac att tct tct ccc eta act cca gcc cct gaa 670 
Leu Glu Leu Leu Leu His lie Ser Ser Pro Leu Thr Pro Ala Pro Glu 

130 135 140 

acc gtc ttc ccc agt ccc tec ccg ggc tgc gac taggttggac ctagaag 720 
Thr Val Phe Pro Ser Pro Ser Pro Gly Cys Asp 

145 150 
cacacgggac caggctgggc gaagaacact gacgcccaga gecgaataaa caagagttcc 780 
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